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India currently has the second largest number of individuals
suffering from diabetes across the world. Hence, it is pertinent
to explore the genetic variations in Indian populations to
comprehend the extent of genetic heterogeneity. We studied
the association of gene variations of four candidate genes
[SLC30A8 (rs11558471), CDKALI (rs94655871), TCF7L2
(rs12255372) and HHEX (rs1111875)] with Type 2 Diabetes
(T2D) in the North East Indian population on whom there
is very little data available. DNA was extracted from 155
diabetic patients and 100 non-diabetic controls. Genotyping
was performed by Polymerase chain reaction-Restriction
fragment length polymorphism (PCR-RFLP). Logistic reg-
ression analysis was performed to detect the association
between genetic variants and type 2 diabetes. The CT genotype
of 19465871 (CDKAL 1 gene) showed significant protection
against diabetes [OR = 0.39 (0.17—0.91), p = 0.029] as
compared to the CC genotype even after adjusting for age, sex
and BMI. When analysed under a recessive model, the GG
genotype of rs1111875 (HHEX gene) also showed significant
protection against diabetes [OR = 0.38 (0.18—0.582), p =
= 0.014] as compared to the AA+AG genotypes. Both these
findings did not remain significant after Bonferroni threshold
of p = 0.0041 was applied. There is considerable variation in
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the pattern of association of these genes with T2D amongst the
North East Indian population, when compared to the other
ethnically and geographically diverse Indian populations.

Key words: hyperglycaemia; genetics; diabetes; north
east India.

ACOULIALIA TEHHOTI'O IMTOJIIMOP®I3MY
SLC3048, CDKAL1, TCF7L2 TA HHEX

3 PO3BUTKOM LIYKPOBOI'O AIABETY 2 TUITY
Y HACEJIEHHS MIBHIYHO-CXIAHOI THAIT

Hapas Innis 3aiimae npyre micue y CBiTi 3a KUIBbKICTIO
oci0, 1110 XBOpilOTh Ha aiabeT. OTXe, BaXXJIMBO IOC-
JIAUTY TEeHETWYHI Bapiallil cepen HaceyneHHs [Hmii, abu
3pO3YMITH OOCSTM TEeHEeTUYHOI TIeTeporeHHocTi. Mu
BUBYQJIM acoliallilo TeHeTMYHUX Bapiallil 4OTUPbOX
reHiB-kaHauaaris  [SLC3048 (rs11558471), CDKALI
(rs94655871), TCF7L2 (rs12255372) ta HHEX
(rs1111875)] 3 po3BUTKOM LIYKPOBOIO miabeTy 2 TUILY
(T2D) y HaceneHHst miBHiYHO-cxinHoi [Hii, gaHi 111010
skux obmexeni. JJHK orpumanu Big 155 ocib, 110
XBOpitoTh Ha giaber, Ta 100 oci®0 KOHTPOJBLHOI Tpynu
0e3 miabety. ['eHOTUITyBaHHSI BMKOHYBaJlM 3a HOIIO-
MOTOI0 TIOJliMEpa3HO-JIAHIIIOTOBO1 peakilii-rnoaiMopdis-
My noBXuH pectpukuiiHux (parmeHtiB (PCR-RFLP).
Jlorictmynuii perpecuBHMII aHasi3 OyJO 3aCTOCOBAHO 3
METOI0 BHUSBJEHHS acouiallil MiX T€HeTMYHWMU Ba-
piaHTamu Ta ykpoBuM miaberom. I'enoturr CT rs9465871
(CDKAL1 TeH) mpoaeMOHCTPYBaB 3HAYHUII 3aXUCT Bif
pO3BUTKY LiyKpoBoro miabety [OR = 0,39 (0,17—0,91),
p = 0,029] nopiBHsHO 3 reHotunom CC HaBiTh micis
KOpUTYBaHHSI B po3pi3i Biky, ctati Ta IMT. Ilim yac
aHai3y Ha peuecuBHiit moneni reHotun GG rs1111875
(HHEX ren) Takox mTpoaeMOHCTpyBaB 3HAYHUU 3a-
XUCT BiI PO3BUTKY IyKpoBoro miadety [OR = 0,38
(0,18—0,82), p = 0,014] nopiBHIHO 3 TEHOTUIIAMM
AA+AG. Obunpa 11i pe3yabTaTd BTpaTUJIM CBOKO 3Ha-
YUMICTh TIC/Sl 3acTOCyBaHHSI Topory bonHpepoHHi B
p = 0,0041. IcHye 3HayHa BapiaTMBHICTb y CXeMi aco-
mialii IMX TeHiB 3 PO3BUTKOM IIyKPOBOTO diabeTy ce-
pen HaceleHHsS TiBHIYHO-cXimHoi [Haii mopiBHSHO 3
[HIIMMKU eTHIYHO Ta reorpadiyHO pi3HOMAHITHUMU
rpynamMu HacejqeHHs [Hmii.

Karouoei caoea: rinepririkeMist; reHeTHKa; LIYKPOBUIA [Tia-
OeT; MmiBHiYHO-cXigHa IHmis.
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