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Assessment of genetic diversity and population structure
of germplasm collections provides an opportunity for plant
breeders to develop new and improved cultivars. In this
study, genotypic variation of 90 lentil genotypes was evalu-
ated using 10 CAAT Box Derived Polymorphism (CBDP)
markers. The polymorphism percentage was 100 % with an
average of 100 % indicating a high polymorphism level. A
total of 117 alleles were identified for different genetic loca-
tions and with an average of 13 alleles per primer. Among
CBDP markers used, the highest allele amplified belonged
to CBDP22 marker with 21 bands and the lowest allele
amplified corresponded to CBDP3, CBDP6 and CBDPI13
markers with 11 bands. The Polymorphic information con-
tent (PIC) ranged from 0.413 to 0.471 with an average of
0.448. Marker Index (MI) ranged from 4.85 to 9.90. The
highest index for genetic diversity (PIC and MI) belonged
to the CBDP2?2 indicating a high resolution for this marker
as compared to other markers. Based on neighbor joining
clustering for molecular data, genotypes were grouped into
five distinct groups. Population structure analysis showed
that the highest peak was at K = 3, indicating the presence
of three major clusters. The results of this study showed that
CBDP markers can be used as a useful tool for studying the
genetic diversity of lentil germplasm.

Key words: Lentil, Genetic diversity, CBDP marker, Poly-
morphism Information Content (PIC), Cluster analysis.

AHAJII3 TEHETUYHOI PI3BHOMAHITHOCTI I
CTPYKTYPU MICLIEBOI MOMYJIALLIT

TA 3APOJIKOBOI TJIABMUW AUKUX BUJIIB
COYEBMULI 3A JOITOMOI'OIO CBDP MAPKEPA
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OwniHka TeHeTUYHOI Pi3HOMAHITHOCTI i CTPYKTypH IIO-
MyJISALil KOJEKLiil 3apoJKOBOI IUIa3MU HaHa€ CelieK-
LHioOHepaM MOXJIMBICTb BUBOIUTU HOBi BIOCKOHAJICHI
COpTHU. Y LIbOMY IOCTIIKEHHi OyJIO OLIHEHO T€HOTUITHY
MiHuBiCTh 90 TeHOTUITIB COUeBMli 3a jgornomoroto 10
CBDP-mapkepiB (CAAT Box Derived Polymorphism).
Bincorox monimopgismy ckiamaB 100 % 3 cepenHim
3HaueHHsM 100 %, 110 BKa3ye Ha BMCOKHUII piBeHb
nojiMmopdizmy. Beboro Oyno igeHTHdhiKOBaHO 117 ane-
JIiB U Pi3HUX TEHETUYHUX JIOKAllill, B CEpeaHbOMY
nmo 13 aneniB Ha npaitmep. Cepen BUKOPUCTAHUX
CBDP-mapkepiB Haiibinblnii aMruticikoBaHU aJiesib
HanexaB mapkepy CBDP22 3 21 cmyxkamu, i Haii-
MEHIIUK aMILTi(hiKoBaHUI ajeib BiAIIOBiIaB MapKepaMm
CBDP3, CBDP6 i CBDPI3 3 11 cmyxkamu. Inmexc
nojimopdHocti (PIC) 6yB y miamasoni Bim 0,413 mo
0,471 3 cepenniMm 3HaueHHsiM 0,448. Inmekc iHGoOp-
MatuBHOCTI MapkepiB (MI) OyB y miana3oni Bin 4,85 no
9,90. HaiiBuiuii mokasHUK reHeTUYHOTO Pi3HOMAHITTS
(PIC ta MI) crocyBaBcss CBDP22, mio Bkasye Ha
BUCOKY YYTJIMBICTh LIbOTO MapKepa TOpIBHSHO 3 iH-
mwuMu. [eHoTUnM Oy 3TPYIOBaHi y ITSITb OKPEMUX
Ipyl Ha OCHOBI I'pyMyBaHHSI MOJIEKYJSIpHUX JaHUX 3a
METOIOM TpPUEAHAHHS. AHaJI3 CTPYKTYpPU TOMMYJISIil
MPOJEMOHCTpYBaB HaiBummii Ik mpu K = 3, 1o
BKa3y€ Ha HasIBHICTb TPbOX OCHOBHMX KJlacTepiB. Pe-
3yJIbTATU 1IbOTO MOCHIIKEHHSI TOKa3aJiu MOXIUBICTD
BukopucTtaHHsi CBDP mapkepiB $IK KOpMCHOIO iHCT-
PYMEHTY y BUBUYEHHI T€HETUYHOI Pi3HOMAaHITHOCTI 3a-
POJIKOBOI TIJIa3MU COYEBUIII.

Karonosi caoea: coueBullsd, TeHeTHYHA Pi3HOMAHITHICTD,
CBDP wmapkep, iHaekc nonimopgHocti (PIC), knac-
TepHUI aHaJi3.
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