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This study aims to determine whether there is any re-
lationship between prostate cancer development and MYNN 
rs10936599, TERC rs2293607 and hTERT MNS16A po-
lymorphisms in Turkish population. The research was 
comprised of 77 individuals with prostate cancer and 116 
healthy individuals without history of cancer. Genotyping 
analysis was performed using polymerase chain reaction 
(PCR) and restriction fragment length polymorphism 
(RFLP) methods. The results obtained were evaluated 
using the chi-square test and unconditional logistic reg-
ression analysis. In the study, the GG genotype of TERC 
rs2293607 polymorphism, the VNTR-243/243 genotype 
of TERT MNS16A polymorphism, and allele 243 were 
found to be statistically significant between the patient and 
control groups (ORc = 3.250, 95%CI = 1.176–8.980,
pc = 0.023; ORc = 3.09, 95%CI = 1.238–7.717, pc =
= 0.016; OR = 0.638, 95%CI = 0.416–0.978, p = 0.038). 
On the other hand, there was no significant relationship 
between MYNN rs109365999 polymorphism and prostate 
cancer in Turkish population. In conclusion, the obtained 
data show that the TERC rs2293607 and TERT MNS16A 
VNTR-243/243 polymorphisms might be potential risk 
factors for the development of prostate cancer in Turkish 
population and might be suggested as prognostic markers. 
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ÀÑÎÖ²ÀÖ²ß ÏÎË²ÌÎÐÔ²ÇÌÓ ÃÅÍ²Â MYNN, 
TERT ÒÀ TERC Ç ÐÀÊÎÌ ÏÐÎÑÒÀÒÈ ÑÅÐÅÄ 
ÍÀÑÅËÅÍÍß ÒÓÐÅ××ÈÍÈ

Ìåòà öüîãî äîñë³äæåííÿ ïîëÿãàëà ó âèçíà÷åíí³ ìîæ-
ëèâîãî çâ’ÿçêó ì³æ ðîçâèòêîì ðàêó ïðîñòàòè ³ ïîë³-
ìîðô³çìîì MYNN rs10936599, TERC rs2293607 òà
hTERT MNS16A ñåðåä íàñåëåííÿ Òóðå÷÷èíè. Ó÷àñ-
íèêàìè äîñë³äæåííÿ áóëè 77 îñ³á ç ðàêîì ïðîñ-
òàòè ³ 116 çäîðîâèõ äîáðîâîëüö³â áåç ðàêó â àíàì-

íåç³. Ãåíîòèïóâàííÿ ïðîâîäèëè çà äîïîìîãîþ ïîë³-
ìåðàçíî-ëàíöþãîâî¿ ðåàêö³¿ (ÏËÐ) òà ïîë³ìîðô³çìó 
äîâæèí ðåñòðèêö³éíèõ ôðàãìåíò³â (ÏÄÐÔ). Îö³í-
êó îòðèìàíèõ ðåçóëüòàò³â ïðîâîäèëè çà äîïîìîãîþ 
êðèòåð³ÿ õ³-êâàäðàò òà áåçóìîâíîãî ëîã³ñòè÷íîãî ðå-
ãðåñèâíîãî àíàë³çó. Ï³ä ÷àñ äîñë³äæåííÿ áóëî âèÿâ-
ëåíî, ùî ãåíîòèï GG ïîë³ìîðô³çìó TERC rs2293607, 
ãåíîòèï VNTR-243/243 ïîë³ìîðô³çìó TERT MNS16A
òà àëåëü 243 º ñòàòèñòè÷íî çíà÷èìèìè äëÿ ãðóï ïà-
ö³ºíò³â òà êîíòðîëþ (ORc = 3,250, 95%CI = 1,176–
–8,980, pc = 0,023; ORc = 3,09, 95% CI = 1,238–7,717, 
pc = 0,016; OR = 0,638, 95%CI = 0,416–0,978, p = 
= 0,038). Ç ³íøîãî áîêó, íå áóëî âèÿâëåíî ñóòòºâîãî 
çâ’ÿçêó ì³æ ïîë³ìîðô³çìîì MYNN rs109365999 òà 
ðàêîì ïðîñòàòè ñåðåä íàñåëåííÿ Òóðå÷÷èíè. Îòæå, 
îòðèìàí³ äàí³ ñâ³ä÷àòü ïðî òå, ùî ïîë³ìîðô³çìè 
TERC rs2293607 òà TERT MNS16A VNTR-243/243 
ìîæóòü áóòè ïîòåíö³éíèìè ôàêòîðàìè ðèçèêó ðîç-
âèòêó ðàêó ïðîñòàòè ñåðåä íàñåëåííÿ Òóðå÷÷èíè ³ 
ìîæóòü ââàæàòèñÿ ïðîãíîñòè÷íèìè ìàðêåðàìè.

Êëþ÷îâ³ ñëîâà: MYNN, TERT, TERC, ðàê ïðîñòàòè, 
íàñåëåííÿ Òóðå÷÷èíè.
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