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This study aims to determine whether there is any re-
lationship between prostate cancer development and MYNN
rs10936599, TERC rs2293607 and hTERT MNS16A po-
lymorphisms in Turkish population. The research was
comprised of 77 individuals with prostate cancer and 116
healthy individuals without history of cancer. Genotyping
analysis was performed using polymerase chain reaction
(PCR) and restriction fragment length polymorphism
(RFLP) methods. The results obtained were evaluated
using the chi-square test and unconditional logistic reg-
ression analysis. In the study, the GG genotype of TERC
r$2293607 polymorphism, the VNTR-243/243 genotype
of TERT MNSI16A polymorphism, and allele 243 were
found to be statistically significant between the patient and
control groups (OR, = 3.250, 95%CI = 1.176—8. 980
p, = 0.023; OR = 3.09, 95%CI = 1.238=7.717, p,
—0016 OR = 065’8 95%CI = 0.416—0.978, p = 0038)
On the other hand, there was no significant relationship
between MYNN rs109365999 polymorphism and prostate
cancer in Turkish population. In conclusion, the obtained
data show that the TERC rs2293607 and TERT MNS16A
VNTR-243/243 polymorphisms might be potential risk
factors for the development of prostate cancer in Turkish
population and might be suggested as prognostic markers.

Keywords: MYNN, TERT, TERC, prostate cancer, Turkish
population.

ACOLIALA IMOJIMOP®I3MY T'EHIB MYNN,
TERT TA TERC 3 PAKOM ITPOCTATH CEPE]/]
HACEJIEHHA TYPEYYUHUA

Merta uporo AOCHiAXKEHHS NOJISTala y BUSHAYEHHI MOX-
JINBOTO 3B’A3KYy MiX PO3BUTKOM paKy MpPOCTaTH i TOJIi-
MopdizMmoM MYNN 1510936599, TERC 152293607 Ta
hTERT MNSI6A cepen HacenenHus TypedunHu. Yyac-
HUKaMM OOCTiIKXeHHs1 Oyau 77 ocid 3 pakoMm Ipoc-
Taty i 116 300poBHX TOOPOBOJBLIB 0€3 paKy B aHaM-
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Hesi. ['eHOTUITYBaHHS MPOBOAMIIN 3a JOIIOMOTOIO IIOJIi-
Mepa3Ho-yiaHuwrosoi peakuii (ITJIP) ta nonimopdizmy
IOBXUH pecTpukuiitHux ¢parmentis (ITAP®). OuinH-
KY OTPMMaHUX pe3yJbTaTiB MPOBOAMIN 32 JOMOMOIOIO
KpUTEpisl Xi-KBampaT Ta 6€3yMOBHOTO JIOTiCTUYHOTO pe-
rpecuBHOTO aHami3y. Ilim yac mociimkeHHS OylI0 BUSIB-
sieHo, 1o reHotun GG nomimopgismy TERC 1s2293607,
reHotunt VNTR-243/243 nonimopdizmy TERT MNS16A
Ta ajenb 243 € CTAaTUCTUYHO 3HAYMMMMU JUISI TPYIl Ma-
uientiB Ta KoHTpomo (OR_ = 3,250, 95%CI = 1,176—
—8,980, p, = 0,023; OR_ = 3,09, 95% CI = 1,238—7,717,
p, = 0,016; OR = 0,638, 95%CI = 0,416—0,978, p =
= 0,038). 3 ixmoro 60Ky, He OyJI0 BUSIBIEHO CYTTEBOTO
3B’s13Ky Mix mosimopdismom MYNN 15109365999 ta
pakoM mpocTtaTu cepen HacejgeHHs1 Typeuunnu. OTxe,
OTpMMaHi JaHi cBimyaTh mpo Te, 1O MoaiMopdizmu
TERC 152293607 ta TERT MNSI6A VNTR-243/243
MOXYTb OyTHM TOTEHLIIMHUMU (aKTOpaMu PUBUKY pO3-
BUTKY paKy IIPOCTaTH cepel HaceJleHHsS TypeudduHH i
MOXYTb BBaXaTHCSl MTPOTHOCTUYHUMU MapKepaMH.

Karouoei caosa: MYNN, TERT, TERC, pak npocratu,
HacejeHHS TypeuduHH.
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