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Meconopsis punicea Maxim. (Papaveraceae) is an alpine
perennial herb endemic to the Qinghai-Tibet Plateau in
southwestern China. In this study, we sequenced and analyzed
its whole chloroplast genome using an lllumina HiSeq platform.
This represents the second complete chloroplast genome for a
species of Meconopsis after the recent publication of a first one
(M. racemosa) in 2018. Our result shows that the chloroplast
genome of M. punicea is 153,260 bp in length with a relatively
high A + T content (61.5 %), and had a standard quadriparti-
te structure with the large (LSC, 84,122 bp) and small (SSC,
17,730 bp) single copy regions separated by two copies of
an inverted repeat (IRs, 25,704 bp each). The chloroplast
genome encoded a total of 110 genes, including 78 protein-
coding genes, 29 tRNAs genes and three rRNAs genes. The
majority (94) of genes occur within the single copy regions.
When comparing these results to the previously published
chloroplast genome of M. racemosa, both species share
similar gene type, number and G + C content. In addition,
the maximum likelihood phylogenetic analysis based on 33
chloroplast genomes suggested that M. punicea is basal in the
Meconopsis clade within Papaveraceae.

Key words: Papaveraceae; Meconopsis punicea; Chloroplast
genome; lllumina sequencing; Phylogenetic analysis; Qinghai-
Tibet Plateau.

XAPAKTEPUCTHUKA TTOBHOT'O TEHOMY
XJIOPOIUTIACTY MECONOPSIS PUNICEA
(PAPAVERACEAE), EHAEMIYHOI'O BUY 3
HHUHXAU-TIBETCBKOTI'O HATIP’Sl KUTAIO
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Meconopsis punicea Maxim. (Papaveraceae) — 1e ajib-
milicbka OaraTopiuHa pociuHa, eHaemiuHa mis1 LluH-
xaii-TibeTchbkoro Harip’s y miBaeHHO-3axinHOMy Kwrai.
Y upoMmy AOCHiIXeHHi HaMM OYyJIO0 BHUIUIEHO ITOCITi-
JIOBHICTh 1 TIpOaHaIi30BaHO MOBHUI T€HOM XJIOPOILIACTY
uiei pocaumHu 3a pomnomoroto Illumina HiSeq plat-
form. TakuMm yuHOM, OYyJI0 IIPEACTABICHO APYTU ITOB-
HUI TEHOM XJIOPOIUIACTY ISl BUay Meconopsis micis
HelloJaBHbOI myoOusikaiii nepiuoro (M. racemosa) y
2018 p. Hawi pe3yabTatu 1€MOHCTPYIOTb, L0 TOBXKMHA
reHomy xjoporutacty M. punicea ckiamae 153 260 1m.H.;
BiH Ma€e OocuTh BHCOKWiA Bmict A + T (61,5 %) Ta
CTaHAAPTHY YOTUPUCTOPOHHIO CTPYKTYPY 3 BEJIMKOIO
(LSC, 84 122 m.H.) i mamoo (SSC, 17 730 m.H.)
OJHOKOMIHOIO 00JIaCTAMU, PO3AIJIEHUMU BOMA KOIMi-
saMu iHBepToBaHoro mnoBTopy (IRs, mo 25 704 m.H.).
3arajoM reHoMm xJjopolriacty Koaye 110 reHiB, BKITIO-
yaoun 78 Oinmok-koaytouux reHiB, 29 TPHK renis i
Tpu pPHK renu. binbiuicts (94) reHiB 3ycTpivyaroThes
B MexXaxX omHoKomiliHux oOmacteil. [lopiBHSAHHS LMX
pe3yJbTaTiB 3 MOMEepPenIHbO OIMyOJTiKOBAHUMU JaHUMU
LIOI0 TeHOMY XJioporuiacty M. racemosa 1oKaszauo, 110
obuaBa BUAM MalTh OJIHAKOBI TUIT Ta KiJIbKICTh T€HIiB
i Bmict G + C. Kpim TOro, dinoreHeTMuHM1 aHami3
MaKCHMAaJIbHOI BipOTiZHOCTI Ha OCHOBI 33 TeHOMiB
XJIOPOIUIACTIB Ja€ MiACTaBU JUISI TIPUMYILIEHHS, 11O
M. punicea € 6a3anbHUM y KJani Meconopsis ciMeiicTBa
Papaveraceae.

Karouoei caosa: Papaveraceae; Meconopsis punicea; re-
HOM XJIOPOILIAcTy; cekBeHyBaHHs Illumina; ¢inoreHe-
TMuHUt aHani3; Llunxaii-Tidercbke Harip’s.
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