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Meconopsis punicea Maxim. (Papaveraceae) is an alpine 
perennial herb endemic to the Qinghai-Tibet Plateau in 
southwestern China. In this study, we sequenced and analyzed 
its whole chloroplast genome using an Illumina HiSeq platform. 
This represents the second complete chloroplast genome for a 
species of Meconopsis after the recent publication of a first one 
(M. racemosa) in 2018. Our result shows that the chloroplast 
genome of M. punicea is 153,260 bp in length  with a relatively 
high A + T content (61.5 %), and had a standard quadriparti-
te structure with the large (LSC, 84,122 bp) and small (SSC, 
17,730 bp) single copy regions separated by two copies of 
an inverted repeat (IRs, 25,704 bp each). The chloroplast 
genome encoded a total of 110 genes, including 78 protein-
coding genes, 29 tRNAs genes and three rRNAs genes. The 
majority (94) of genes occur within the single copy regions. 
When comparing these results to the previously published 
chloroplast genome of M. racemosa, both species share 
similar gene type, number and G + C content. In addition, 
the maximum likelihood phylogenetic analysis based on 33 
chloroplast genomes suggested that M. punicea is basal in the 
Meconopsis clade within Papaveraceae.

Key words: Papaveraceae; Meconopsis punicea; Chloroplast 
genome; Illumina sequencing; Phylogenetic analysis; Qinghai-
Tibet Plateau.

ÕÀÐÀÊÒÅÐÈÑÒÈÊÀ ÏÎÂÍÎÃÎ ÃÅÍÎÌÓ 
ÕËÎÐÎÏËÀÑÒÓ MECONOPSIS PUNICEA 
(PAPAVERACEAE), ÅÍÄÅÌ²×ÍÎÃÎ ÂÈÄÓ Ç 
ÖÈÍÕÀÉ-Ò²ÁÅÒÑÜÊÎÃÎ ÍÀÃ²Ð’ß ÊÈÒÀÞ

Meconopsis punicea Maxim. (Papaveraceae) – öå àëü-
ï³éñüêà áàãàòîð³÷íà ðîñëèíà, åíäåì³÷íà äëÿ Öèí-
õàé-Ò³áåòñüêîãî íàã³ð’ÿ ó ï³âäåííî-çàõ³äíîìó Êèòà¿.
Ó öüîìó äîñë³äæåíí³ íàìè áóëî âèä³ëåíî ïîñë³-
äîâí³ñòü ³ ïðîàíàë³çîâàíî ïîâíèé ãåíîì õëîðîïëàñòó 
ö³º¿ ðîñëèíè çà äîïîìîãîþ Illumina HiSeq plat-
form. Òàêèì ÷èíîì, áóëî ïðåäñòàâëåíî äðóãèé ïîâ-
íèé ãåíîì õëîðîïëàñòó äëÿ âèäó Meconopsis ï³ñëÿ 
íåùîäàâíüî¿ ïóáë³êàö³¿ ïåðøîãî (M. racemosa) ó
2018 ð. Íàø³ ðåçóëüòàòè äåìîíñòðóþòü, ùî äîâæèíà 
ãåíîìó õëîðîïëàñòó M. punicea ñêëàäàº 153 260 ï.í.;
â³í ìàº äîñèòü âèñîêèé âì³ñò A + T (61,5 %) òà 
ñòàíäàðòíó ÷îòèðèñòîðîííþ ñòðóêòóðó ç âåëèêîþ 
(LSC, 84 122 ï.í.) ³ ìàëîþ (SSC, 17 730 ï.í.) 
îäíîêîï³éíîþ îáëàñòÿìè, ðîçä³ëåíèìè äâîìà êîï³-
ÿìè ³íâåðòîâàíîãî ïîâòîðó (IRs, ïî 25 704 ï.í.). 
Çàãàëîì ãåíîì õëîðîïëàñòó êîäóº 110 ãåí³â, âêëþ-
÷àþ÷è 78 á³ëîê-êîäóþ÷èõ ãåí³â, 29 òÐÍÊ ãåí³â ³ 
òðè ðÐÍÊ ãåíè. Á³ëüø³ñòü (94) ãåí³â çóñòð³÷àþòüñÿ 
â ìåæàõ îäíîêîï³éíèõ îáëàñòåé. Ïîð³âíÿííÿ öèõ 
ðåçóëüòàò³â ç ïîïåðåäíüî îïóáë³êîâàíèìè äàíèìè 
ùîäî ãåíîìó õëîðîïëàñòó M. racemosa ïîêàçàëî, ùî 
îáèäâà âèäè ìàþòü îäíàêîâ³ òèï òà ê³ëüê³ñòü ãåí³â 
³ âì³ñò G + C. Êð³ì òîãî, ô³ëîãåíåòè÷íèé àíàë³ç 
ìàêñèìàëüíî¿ â³ðîã³äíîñò³ íà îñíîâ³ 33 ãåíîì³â 
õëîðîïëàñò³â äàº ï³äñòàâè äëÿ ïðèïóùåííÿ, ùî 
M. punicea º áàçàëüíèì ó êëàä³ Meconopsis ñ³ìåéñòâà 
Papaveraceae.

Êëþ÷îâ³ ñëîâà: Papaveraceae; Meconopsis punicea; ãå-
íîì õëîðîïëàñòó; ñåêâåíóâàííÿ Illumina; ô³ëîãåíå-
òè÷íèé àíàë³ç; Öèíõàé-Ò³áåòñüêå íàã³ð’ÿ.
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