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Prostate cancer (PCa) shows the highest rate of new cancer 
cases in male population. Low sensitivity and specificity of 
traditional diagnostic tests have limited their implementa-
tion for early detection of PCa. The differential expression 
pattern of miR-200 family and their target genes has the 
potential of being considered as biomarkers for prostate 
cancer detection in combination with traditional screen-
ing. In this study we aimed to investigate changes in the 
expression profiles of the miR-200 family members/targets 
in PCa tissue samples. We examined the miR-200 fam-
ily members and their target genes (TCF7L1, CTBP2, 
E2F3, CTNNB1, DLC1 and EP300) expression profile 
using quantitative Real-time PCR (samples n = 24). The 
results showed decreased mean expression level of miR-
200a and miR-429 and DLC1 gene in tumor samples. 
Also, the expression level of E2F3, CTNNB1, EP300, 
CTBP2 and TCF7L1 genes was up-regulated in the tu-
mor samples. ROC and AUC analysis showed that the 
combination of miR-200 family and their target genes 
expression profile successfully discriminated PCa sam-
ples from their non-tumor counterparts (miR-200 family
AUC = 0.699, p < 0.01 and target genes AUC = 0.899,
p < 0.0001, respectively). The results of this study indicate 
that the deregulated expression of the miR-200 family and 
their gene targets may have a role in the pathogenesis of 
PCa. We suggest further assessment of the expression pro-
file of miR-200 family and their target genes in comparison 
with other PCa diagnostic biomarkers.

Key words: Biomarker, MicroRNAs, miR-200 family, Pros-
tate cancer, Quantitative Real-time PCR.

ÏÐÎÔ²ËÜ ÅÊÑÏÐÅÑ²¯ ×ËÅÍ²Â Ñ²ÌÅÉÑÒÂÀ 
Ì²ÊÐÎÐÍÊ-200 ÒÀ ¯ÕÍ² Ö²Ë²
ÏÐÈ ÐÀÊÓ ÏÐÎÑÒÀÒÈ

Ðàê ïðîñòàòè (ÐÏ) ìàº íàéâèùó ÷àñòîòó ñåðåä íîâî-
âèÿâëåíèõ âèïàäê³â çàõâîðþâàííÿ íà ðàê ñåðåä
÷îëîâ³ê³â. Íèçüêèé ð³âåíü ÷óòëèâîñò³ òà ñïåöèô³÷-
í³ñòü òðàäèö³éíèõ ä³àãíîñòè÷íèõ òåñò³â îáìåæèëè 
¿õíº âèêîðèñòàííÿ ç ìåòîþ ðàííüîãî âèÿâëåííÿ ÐÏ.
Ñõåìà äèôåðåíö³éíî¿ åêñïðåñ³¿ ñ³ìåéñòâà ì³êðî
ÐÍÊ-200 òà ¿õí³õ ö³ëüîâèõ ãåí³â ìîæå ïîòåíö³éíî 
ðîçãëÿäàòèñÿ ÿê á³îìàðêåð äëÿ âèÿâëåííÿ ðàêó ïðîñ-
òàòè ó ïîºäíàíí³ ç òðàäèö³éíèì ñêðèí³íãîì. Ó 
öüîìó äîñë³äæåíí³ íàøà ìåòà ïîëÿãàëà ó âèâ÷åíí³ 
çì³í ó ïðîô³ëÿõ åêñïðåñ³¿ ÷ëåí³â ñ³ìåéñòâà ì³êðî
ÐÍÊ-200/ö³ëåé ó çðàçêàõ òêàíèí ÐÏ. Íàìè áóëî 
äîñë³äæåíî ïðîô³ë³ åêñïðåñ³¿ ÷ëåí³â ñ³ìåéñòâà 
ì³êðîÐÍÊ-200 òà ¿õí³ ö³ëüîâ³ ãåíè (TCF7L1, CTBP2, 
E2F3, CTNNB1, DLC1 òà EP300) çà äîïîìîãîþ ÏËÐ 
ó ðåàëüíîìó ÷àñ³ (çðàçêè – n = 24). Ðåçóëüòàòè ïðî-
äåìîíñòðóâàëè çíèæåíèé ñåðåäí³é ð³âåíü åêñïðåñ³¿ 
ì³êðîÐÍÊ-200a ³ ì³êðîÐÍÊ-429, à òàêîæ ãåíó DLC1
ó çðàçêàõ ïóõëèí. Òàêîæ ð³âåíü åêñïðåñ³¿ ãåí³â E2F3, 
CTNNB1, EP300, CTBP2 ³ TCF7L1 áóâ ïîçèòèâíî 
ðåãóëüîâàíèé ó çðàçêàõ ïóõëèí. Àíàë³ç ROC ³ AUC 
ïîêàçàâ, ùî ïîºäíàííÿ ïðîô³ëÿ åêñïðåñ³¿ ñ³ìåéñòâà 
ì³êðîÐÍÊ-200 ³ ¿õí³õ ö³ëüîâèõ ãåí³â óñï³øíî âè-
ð³çíèëî çðàçêè ÐÏ â³ä ¿õí³õ íåïóõëèííèõ àíàëîã³â 
(AUC = 0,699, p < 0,01 ñ³ìåéñòâà ì³êðîÐÍÊ-200; 
AUC = 0,899, p < 0,0001 äëÿ ö³ëüîâèõ ãåí³â, â³ä-
ïîâ³äíî). Ðåçóëüòàòè öüîãî äîñë³äæåííÿ äåìîíñòðó-
þòü, ùî äåðåãóëüîâàíà åêñïðåñ³ÿ ñ³ìåéñòâà ì³êðî
ÐÍÊ-200 ³ ¿õí³õ ö³ëüîâèõ ãåí³â ìîæå â³ä³ãðàâàòè 
ðîëü ó ïàòîãåíåç³ ÐÏ. Ìè ââàæàºìî, ùî íåîáõ³äíî 
ïðîâîäèòè ïîäàëüøó îö³íêó ïðîô³ëÿ åêñïðåñ³¿ ñ³-
ìåéñòâà ì³êðîÐÍÊ-200 ³ ¿õí³õ ö³ëüîâèõ ãåí³â ó ïî-
ð³âíÿíí³ ç ³íøèìè á³îìàðêåðàìè äëÿ ä³àãíîñòèêè ÐÏ.

Êëþ÷îâ³ ñëîâà: á³îìàðêåð, ì³êðîÐÍÊ, ñ³ìåéñòâî ì³êðî-
ÐÍÊ-200, ðàê ïðîñòàòè, ê³ëüê³ñíà ÏËÐ ó ðåàëüíîìó 
÷àñ³.
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