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ASSOCIATION OF POLYMORPHISMS

IN GENES INVOLVED IN DNA REPAIR
AND CELL CYCLE ARREST WITH BREAST
CANCER IN A VIETNAMESE
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Breast cancer (BC) is the most common cancer diagnosis
in women worldwide. Among causative BC genes, MRE11,
ERCCI, TNRC9Y (TOX3), and CASC16 play an important
role in DNA damage repair, FGFR2, CCNEI, ZMIZ]1,
and LSPI involve in cell cycle checkpoint. A functional
polymorphism of these genes may alter DNA repair capacity
and genomic stability. Single Nucleotide Polymorphisms
(SNPs) can modify the risk of cancer, and thus, SNPs
may be considered as potential markers of carcinogenesis.
Among them, eight SNPs (rs2981582, rs569550, rs3218035,
rs704010, rs2155209, rs3212986, rs12443621 and
rs4784227) are significantly associated with BC risk in
various populations. This study was conducted to investigate
the genetic susceptibility of these SNPs in the development of
BC in Vietnamese women. MRE11rs2155209 and CASC16
154784227 were found to be associated with BC risk (CC
vs. CT + TT: OR = 0.57, 95% CI 0.34 t0 0.97, P = 0.03
and CTvs. CC + TT: OR = 1.43, 95% CI 1.03 to 1.97,
P = 0.03; respectively). These findings suggest that SNPs
involved in DNA repair genes may affect the susceptibility
of BC in Vietnamese women.
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JOCIHIAXKEHHI TUITY «BUTTAOOK-KOHTPOJIb»
Y B’E€ETHAMI

Pak rpyneit (PI') — ue HalimolmupeHiliuii aiarHo3 pa-
KOBOTO 3aXBOPIOBAHHSI Cepel >XKiHOK Yy BCbOMY CBITi.
3-nomixk kaysatuBHux reHiB PI, MREII, ERCCI,
TNRCY (TOX3) i CASCI6 BimirpaioTh BaXXJIMBY POJIb
y pemapauii IHK; FGFR2, CCNEI, ZMIZI i LSPI
0epyTh y4acTb Y KOHTPOJIbHIN TOYIli KJIITUHHOTO LIUKITY.
DyHKIIOHANIBHUN TTOMIMOPGI3M LIUX TeHIB MOXE 3Mi-
HIOBaTH 3AaTHICTh A0 penapaitii JIHK i crabinbHicTb re-
Homy. OnHoHyKJIeaTuaHi roiMopdizmMu (SNP) MoxyThb
MoandikyBaTh pU3MK MOSIBU paky, orxke, SNP moxHa
po3rIsiAaTh SIK TOTEHIIMHI MapKepu KaHILEPOTeHE3y.
3-mmomixk HuX, BiciMm SNP (rs2981582, 15569550,
rs3218035, rs704010, rs2155209, rs3212986, rs12443621
i 1s4784227) ticHO acoliiioBaHi 3 pu3ukoM mnosisu PI'y
pizHux momnyisuisx. Lle mociimkeHHsT OyJ0 TpoBeneHe
3 METOI0 BUBYEHHS T€HETWYHOI cXMJIbHOCTI mux SNP
y po3Butky PI' cepen B’eTHamchKux XiHOK. Byno Bu-
sBaeHo, mo MREII 1rs2155209 i CASCI16 rs4784227
noB’g3aHi 3 pusukoM BuHMKHeHHs PI' (CC vs. CT +
+ TT: OR = 0,57, 95 % CI 0,34 10 0,97, P = 0,03 i
CT vs. CC + TT: OR = 1,43, 95 % CI 1,03 no 1,97,
P = 0,03; BignmosigHo). Lli pe3yabTaTl cBimuaTh mpo Te,
mo SNP, 3amyueni no reniB pemnapamii JHK, moxyTs
BIUIMBATUA HAa CXWIbHICTh B’€THAMCbKMX XiHOK 10 PT.

Karouoei caosa: pax rpyneit, OmHOHYKJICATUIHWMN TTOJi-
Mopdizm, MREI1, 152155209, CASC16, rs4784227.
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