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Breast cancer (BC) is the most common cancer diagnosis 
in women worldwide. Among causative BC genes, MRE11, 
ERCC1, TNRC9 (TOX3), and CASC16 play an important 
role in DNA damage repair; FGFR2, CCNE1, ZMIZ1, 
and LSP1 involve in cell cycle checkpoint. A functional 
polymorphism of these genes may alter DNA repair capacity 
and genomic stability. Single Nucleotide Polymorphisms 
(SNPs) can modify the risk of cancer, and thus, SNPs 
may be considered as potential markers of carcinogenesis. 
Among them, eight SNPs (rs2981582, rs569550, rs3218035, 
rs704010, rs2155209, rs3212986, rs12443621 and 
rs4784227) are significantly associated with BC risk in 
various populations. This study was conducted to investigate 
the genetic susceptibility of these SNPs in the development of 
BC in Vietnamese women. MRE11 rs2155209 and CASC16 
rs4784227 were found to be associated with BC risk (CC 
vs. CT + TT: OR = 0.57, 95% CI 0.34 to 0.97, P = 0.03 
and CT vs. CC + TT: OR = 1.43, 95% CI 1.03 to 1.97, 
P = 0.03; respectively). These findings suggest that SNPs 
involved in DNA repair genes may affect the susceptibility 
of BC in Vietnamese women.
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ÀÑÎÖ²ÀÖ²ß Ì²Æ ÏÎË²ÌÎÐÔ²ÇÌÀÌÈ
Â ÃÅÍÀÕ, ÇÀËÓ×ÅÍÈÕ ÄÎ ÐÅÏÀÐÀÖ²¯ 
ÄÍÊ ² ÒÅÐÌ²ÍÀÖ²¯ ÊË²ÒÈÍÍÎÃÎ ÖÈÊËÓ, 
ÒÀ ÐÀÊÎÌ ÃÐÓÄÅÉ Ó ÊÎÃÎÐÒÍÎÌÓ 

ÄÎÑË²ÄÆÅÍÍ² ÒÈÏÓ «ÂÈÏÀÄÎÊ-ÊÎÍÒÐÎËÜ» 
Ó Â’ªÒÍÀÌ²

Ðàê ãðóäåé (ÐÃ) – öå íàéïîøèðåí³øèé ä³àãíîç ðà-
êîâîãî çàõâîðþâàííÿ ñåðåä æ³íîê ó âñüîìó ñâ³ò³. 
Ç-ïîì³æ êàóçàòèâíèõ ãåí³â ÐÃ, MRE11, ERCC1, 
TNRC9 (TOX3) ³ CASC16 â³ä³ãðàþòü âàæëèâó ðîëü 
ó ðåïàðàö³¿ ÄÍÊ; FGFR2, CCNE1, ZMIZ1 ³ LSP1 
áåðóòü ó÷àñòü ó êîíòðîëüí³é òî÷ö³ êë³òèííîãî öèêëó. 
Ôóíêö³îíàëüíèé ïîë³ìîðô³çì öèõ ãåí³â ìîæå çì³-
íþâàòè çäàòí³ñòü äî ðåïàðàö³¿ ÄÍÊ ³ ñòàá³ëüí³ñòü ãå-
íîìó. Îäíîíóêëåàòèäí³ ïîë³ìîðô³çìè (SNP) ìîæóòü
ìîäèô³êóâàòè ðèçèê ïîÿâè ðàêó, îòæå, SNP ìîæíà 
ðîçãëÿäàòè ÿê ïîòåíö³éí³ ìàðêåðè êàíöåðîãåíåçó. 
Ç-ïîì³æ íèõ, â³ñ³ì SNP (rs2981582, rs569550, 
rs3218035, rs704010, rs2155209, rs3212986, rs12443621 
³ rs4784227) ò³ñíî àñîö³éîâàí³ ç ðèçèêîì ïîÿâè ÐÃ ó 
ð³çíèõ ïîïóëÿö³ÿõ. Öå äîñë³äæåííÿ áóëî ïðîâåäåíå 
ç ìåòîþ âèâ÷åííÿ ãåíåòè÷íî¿ ñõèëüíîñò³ öèõ SNP 
ó ðîçâèòêó ÐÃ ñåðåä â’ºòíàìñüêèõ æ³íîê. Áóëî âè-
ÿâëåíî, ùî MRE11 rs2155209 ³ CASC16 rs4784227 
ïîâ’ÿçàí³ ç ðèçèêîì âèíèêíåííÿ ÐÃ (CC vs. CT +
+ TT: OR = 0,57, 95 % CI 0,34 äî 0,97, P = 0,03 ³ 
CT vs. CC + TT: OR = 1,43, 95 % CI 1,03 äî 1,97,
P = 0,03; â³äïîâ³äíî). Ö³ ðåçóëüòàòè ñâ³ä÷àòü ïðî òå, 
ùî SNP, çàëó÷åí³ äî ãåí³â ðåïàðàö³¿ ÄÍÊ, ìîæóòü 
âïëèâàòè íà ñõèëüí³ñòü â’ºòíàìñüêèõ æ³íîê äî ÐÃ.

Êëþ÷îâ³ ñëîâà: ðàê ãðóäåé, îäíîíóêëåàòèäíèé ïîë³-
ìîðô³çì, MRE11, rs2155209, CASC16, rs4784227.
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