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Group I introns are self-splicing ribozymes that insert into
protein and RNA coding genes. In ribosomal RNA genes,
group 1 introns can intervene the small subunit (SSU)
and large subunit (LSU) of various prokaryotic and lower
eukaryotic organisms including protists and fungi. However,
it is unusual to encounter them in the nuclear internal
transcribed spacer (ITS) region. In this study, exceptionally
long ITS regions of the fungal species from the genus
Gautieria were analyzed. The unusually long ITS region
of a newly isolated Gautireia specimen (ANK Akata &
Sahin 001) and ITS sequences of the G. monticola isolates
present in GenBank were bioinformatically analyzed. In
addition to the presence of tandem repeats, the increased
size of the ITS sequences analyzed herein was found to be
due to the presence of group I introns in the ITS1 regions
of both newly isolated specimen and different isolates of
G. monticola. The secondary structures of the identified
introns could be formed in accordance with the group [
intron models, and they clustered with group I introns in
conserved core domain-based phylogeny. The molecular
phylogenetic analysis performed based on the ITS sequences
of the genus Gautieria revealed the occurrence of at least
two independent intron invasion event in the evolutionary
process of this genus. This is the first study reporting on the
presence of group I introns in the ITS region of a higher

fungus.

Key words: Group I Introns, Spacer introns, Internal trans-
cribed spacer, rDNA.

FITOTETUYHI IHTPOHU I I'PYTIN

B AAEPHOMY BHYTPILIHbOMY
TPAHCKPUBOBAHOMY CITEMCEPI
I'PUBA GAUTIERIA VITTAD. 3 POOVUHU
BASUAIOMIKOTOBI

InTponu I rpynu — 1ie prbo3uMHU 3 aBTOCTUIAICUHTOM,
SIKi BCTaBJISIIOTH Y TE€HU, 1110 KomaytoTh Oitok i PHK. ¥V
pubocomuux PHK iaTponm I rpymm Moxyts OyTu y
maniit migrpymi (SSU) i Benukiii migrpymi (LSU) pizHux
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MPOKapPIiOTiB i HMXKYMX €yKapiOTUYHUX OpraHi3miB, N0
SIKWAX HaJjiexaTb Haumnpocrtimi ta rpubu. OmHak, n0-
CUTb HE3BUYHO 3HAXOOWUTHM iX Yy OUISHI SIepHOTO
BHYTPIIIHBOrO TpaHCKpuboBaHoro cneiicepa (ITS). ¥V
LbOMY JIOCJiIK€HHi OyJI0 IMpoaHalai30BaHO BMHSITKOBO
nosri ginsHku ITS BupiB rpu6iB pony Gautieria. He-
3BMYHO noBra ainsgHka ITS HeuogaBHO BUIiIEHOTO
3paska Gautireia (ANK Akata & Sahin 001) Ta ITS
MHOCIiNOBHOCTI i304TiB G. monticola, npucytHix y Gen
Bank, O0yn1u npoananizoBaHi 0ioiH(OpMaTUUHUM METO-
noM. OKpiM MPUCYTHOCTI TaHAEMHUX TMOBTOPIB, OYJIO
BUSIBJIEHO, 110 30iJblIEHUI PO3Mip MpoaHaTi30BaHUX
ITS mocnimoBHOCTE#l OyB CIPUUMHEHUI TIPUCYTHICTIO
iHTpoHiB | rpynu y ningnkax ITS1 gk HemomaBHO
BUIJICHOTO 3pa3Ka, TakK i pi3HMX i30yaTiB G. monticola.
BropuHHi cTpyKTypu BU3HAYEHUX iHTPOHIB MO cop-
MYBaTHCS Yy BiJOMOBIAHOCTI 0 Monenel iHTpoHiB |
rpynu, i BOHM YTBOPUJIM KjlacTep 3 iHTpoHamu | rpymnu y
disoreHe3i Ha OCHOBI 30€peXXEHOTO KOPOBOTO JOMEHY.
Monekynsipuuii (pijloreHeTUUHUI aHali3, MPOBEICHUN
Ha ocHoBi ITS mocnimoBHOCTell pomy Gautieria, Tipo-
JEMOHCTPYBaB BUHUKHEHHSI IPUHANMHI ABOX He3aJex-
HUX MOMiil BTpYYaHHS iHTPOHY B €BOJIIOLIIMHUIA MpoLec
uboro pony. Lle mepiiie qoCaiAKeHHS, 1110 MOBIAOMJISIE
Mpo TPUCYTHICTb iHTpoHIB | rpynu B ITS minsHui BU-
moro rpuda.

Karwuosi caosa: intponu | rpymnu, crneiicepHi iHTpOHHU,
BHYTpIillIHIiT TpaHcKpubOoBaHuii cneiicep, pAHK.
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