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Group I introns are self-splicing ribozymes that insert into 
protein and RNA coding genes. In ribosomal RNA genes, 
group I introns can intervene the small subunit (SSU) 
and large subunit (LSU) of various prokaryotic and lower 
eukaryotic organisms including protists and fungi. However, 
it is unusual to encounter them in the nuclear internal 
transcribed spacer (ITS) region. In this study, exceptionally 
long ITS regions of the fungal species from the genus 
Gautieria were analyzed. The unusually long ITS region 
of a newly isolated Gautireia specimen (ANK Akata & 
Sahin 001) and ITS sequences of the G. monticola isolates 
present in GenBank were bioinformatically analyzed. In 
addition to the presence of tandem repeats, the increased 
size of the ITS sequences analyzed herein was found to be 
due to the presence of group I introns in the ITS1 regions 
of both newly isolated specimen and different isolates of 
G. monticola. The secondary structures of the identified 
introns could be formed in accordance with the group I 
intron models, and they clustered with group I introns in 
conserved core domain-based phylogeny. The molecular 
phylogenetic analysis performed based on the ITS sequences 
of the genus Gautieria revealed the occurrence of at least 
two independent intron invasion event in the evolutionary 
process of this genus. This is the first study reporting on the 
presence of group I introns in the ITS region of a higher 
fungus. 

Key words: Group I Introns, Spacer introns, Internal trans-
cribed spacer, rDNA. 

Ã²ÏÎÒÅÒÈ×Í² ²ÍÒÐÎÍÈ ² ÃÐÓÏÈ 
Â ßÄÅÐÍÎÌÓ ÂÍÓÒÐ²ØÍÜÎÌÓ 
ÒÐÀÍÑÊÐÈÁÎÂÀÍÎÌÓ ÑÏÅÉÑÅÐ² 
ÃÐÈÁÀ GAUTIERIA VITTAD. Ç ÐÎÄÈÍÈ 
ÁÀÇÈÄ²ÎÌ²ÊÎÒÎÂ²

²íòðîíè I ãðóïè – öå ðèáîçèìè ç àâòîñïëàéñèíãîì, 
ÿê³ âñòàâëÿþòü ó ãåíè, ùî êîäóþòü á³ëîê ³ ÐÍÊ. Ó 
ðèáîñîìíèõ ÐÍÊ ³íòðîíè I ãðóïè ìîæóòü áóòè ó 
ìàë³é ï³äãðóï³ (SSU) ³ âåëèê³é ï³äãðóï³ (LSU) ð³çíèõ 

ïðîêàð³îò³â ³ íèæ÷èõ åóêàð³îòè÷íèõ îðãàí³çì³â, äî
ÿêèõ íàëåæàòü íàéïðîñò³ø³ òà ãðèáè. Îäíàê, äî-
ñèòü íåçâè÷íî çíàõîäèòè ¿õ ó ä³ëÿíö³ ÿäåðíîãî 
âíóòð³øíüîãî òðàíñêðèáîâàíîãî ñïåéñåðà (ITS). Ó 
öüîìó äîñë³äæåíí³ áóëî ïðîàíàë³çîâàíî âèíÿòêîâî 
äîâã³ ä³ëÿíêè ITS âèä³â ãðèá³â ðîäó Gautieria. Íå-
çâè÷íî äîâãà ä³ëÿíêà ITS íåùîäàâíî âèä³ëåíîãî 
çðàçêà Gautireia (ANK Akata & Sahin 001) òà ITS 
ïîñë³äîâíîñò³ ³çîëÿò³â G. monticola, ïðèñóòí³õ ó Gen
Bank, áóëè ïðîàíàë³çîâàí³ á³î³íôîðìàòè÷íèì ìåòî-
äîì. Îêð³ì ïðèñóòíîñò³ òàíäåìíèõ ïîâòîð³â, áóëî 
âèÿâëåíî, ùî çá³ëüøåíèé ðîçì³ð ïðîàíàë³çîâàíèõ 
ITS ïîñë³äîâíîñòåé áóâ ñïðè÷èíåíèé ïðèñóòí³ñòþ 
³íòðîí³â I ãðóïè ó ä³ëÿíêàõ ITS1 ÿê íåùîäàâíî 
âèä³ëåíîãî çðàçêà, òàê ³ ð³çíèõ ³çîëÿò³â G. monticola. 
Âòîðèíí³ ñòðóêòóðè âèçíà÷åíèõ ³íòðîí³â ìîãëè ñôîð-
ìóâàòèñÿ ó â³äîïîâ³äíîñò³ äî ìîäåëåé ³íòðîí³â I 
ãðóïè, ³ âîíè óòâîðèëè êëàñòåð ç ³íòðîíàìè I ãðóïè ó 
ô³ëîãåíåç³ íà îñíîâ³ çáåðåæåíîãî êîðîâîãî äîìåíó. 
Ìîëåêóëÿðíèé ô³ëîãåíåòè÷íèé àíàë³ç, ïðîâåäåíèé 
íà îñíîâ³ ITS ïîñë³äîâíîñòåé ðîäó Gautieria, ïðî-
äåìîíñòðóâàâ âèíèêíåííÿ ïðèíàéìí³ äâîõ íåçàëåæ-
íèõ ïîä³é âòðó÷àííÿ ³íòðîíó â åâîëþö³éíèé ïðîöåñ 
öüîãî ðîäó. Öå ïåðøå äîñë³äæåííÿ, ùî ïîâ³äîìëÿº 
ïðî ïðèñóòí³ñòü ³íòðîí³â I ãðóïè â ITS ä³ëÿíö³ âè-
ùîãî ãðèáà.

Êëþ÷îâ³ ñëîâà: ³íòðîíè I ãðóïè, ñïåéñåðí³ ³íòðîíè, 
âíóòð³øí³é òðàíñêðèáîâàíèé ñïåéñåð, ðÄÍÊ.
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