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Classification of unicellular algae at species level has not
been successfully characterized with common morphologi-
cal, physiological, and molecular approaches. In this study,
the efficiency of two mitochondrial cob and coxl1 genes as
new molecular targets for the study of the phylogeny re-
lationships was investigated among twenty isolated Du-
naliella species from different regions of Iran. First, specific
primers were designed based on the conserved regions of
the cob and cox1 sequences in Dunaliella species and other
microalgae, followed by analysis of PCR products. Based
on the analysis of amplification products, some isolates
were selected for subsequent RFLP and sequencing pro-
cesses. Findings revealed that cob gene was not amplified
in the isolates, whereas cox1 gene was amplified in B60,
M12, G3, and CCAP19/18 isolates. RFLP results showed
that B60 with 19/18 and G3 with M 1.2 had a similar pat-
tern and were grouped in the same clade. Interestingly, the
findings on coxl gene sequencing demonstrated complete
congruence with RFLP results. Although the results of this
study highlighted the efficiency of cox1 gene in determining
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the phylogeny relationships between Dunaliella species, fur-
ther cox I gene sequences and subsequently PCR and RFLP
analyses are required to approve the results. Our results open
a new avenue on growing bodies of knowledge regarding the
phylogeny relationships of Dunaliella species and could be
suitable in taxonomical studies of other microalgae.

Key words: cob, cox1, Dunaliella, mitochondrial genes, mo-
lecular phylogeny.

MOJIMBICTb ITIEHTU®IKALLIT
MIKPOBOJIOPOCTEN DUNALIELLA

HA OCHOBI KOHCEPBATUBHUX OBJACTEN
MITOXOHAPIAJIBHOI'O HUTOXPOMY

B I TEHIB HUTOXPOM OKCHUIA3U

Hapaszi He icHye ycmilnHoro omucy Kiacudikarlii
OTHOKJIITUHHMUX BOJOPOCTEM Ha pPiBHiI BUIB, 3IiliCHE-
HOTO 3a JOIMOMOTOI0 TPAAUIIIHHUX MOPMOJOTIYHUX,
iziosoriyHMX Ta MOJEKYJSIpHUX MinxomiB. Meta 11p0-
ro JIOCTI/KeHHSI ToJisiraja y BUBYEHHi e(peKTUBHOCTI
JIBOX MITOXOHIpialIbHUX cob Ta coxl TEHIB IK HOBUX
MOJIEKYJISIDHUX L€ I AOCHIIKEeHHS (biToreHeTu4-
HUX BITHOCUMH MiX JBaiusTbmMa BUIIJICHUMHU BUIAMU
Dunaliella 3 piznux perioniB Ipany. Crouarky OyJ0
CTBOpeHO crenudiyHi mpaiiMepu Ha OCHOBI KOHCep-
BaTUBHUX obJacTeil mociinoBHOcTeil cob i coxl y BuU-
niB Dunaliella Ta iHIIUX MiKpOBOJOPOCTEM, Micasl 4o-
ro mposeneHo aHaiiz npoaykTiB I1JIP. Ha ocHoBi aHa-
JIi3y MPOAYKTIB amIutidikauii Oya0 BHOpaHO HEKiTbKa
i30J1sITiB 11 Momanbiux TporeciB [TJIP® Ta cekse-
HyBaHHs. PesynbraTv NpoOAEMOHCTPYBaJIM, 110 T€H
cob He OyB amrutidikoBaHUM B i30/81Tax, y TOM yac
K TeH coxI OyB amrutipikoBaHUM B i3ojarax B60,
MI12, G3i CCAP19/18. Pesynavratu I1JP® mokazanu,
mo B60 3 19/18 ta G3 3 M1.2 manu momibHy Kap-
TUHY 1 OynM 3TpyrioBaHi B OnHY kjiamy. BapTto Biawmi-
TUTH, 1110 Pe3yJbTaTH IIOAO CEKBEHYBaHHS TeHY coxl
MPOACMOHCTPYBAJIM TIOBHY KOHTPYEHTHICTb 3 pe3yiib-
tatramu [1IP®. Xoua pe3ynbTaTv LILOTO AOCITIIKEHHS
migKkpecawin e(GeKTUBHICTb TeHy coxl y BU3HAYE€HHI
¢biToreHeTUYHUX BiTHOCUMH MiX Bumamu Dunaliella,
IJI THATBEPIKEHHS Pe3yIbTaTiB HEeOOXimHi ITOaajIbIIi
nociinoBHOCTI TeHy coxl, ipoBeneHHst [1JIP ta anami-
3y [IJP®. Haii pe3yabTaTy BiIKpUBAIOTh HOBI ILJISXU
IOCIIIKEHHS 3pOCTalouMX MAcUBIB JaHUX 1100 (bilo-
TEHETUYHUX BiTHOCUH MixX Bumamu Dunaliella i MOXYTb
OyTM BHMKOPMCTAaHi y TaKCOHOMIYHUX TOCJiIKEHHSIX
IHIIUX MiKPOBOAOPOCTEM.
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