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DEVELOPMENT OF SSR MARKERS
FOR PSAMMOCHLOA VILLOSA (TRIN.)
BOR (POACEAE), A DOMINANT SPECIES
IN THE INNER MONGOLIAN PLATEAU
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We developed a set of SSR markers to investigate the genetic
diversity and evolutionary history of Psammochloa villosa
(Trin.) Bor, a dominant species of the Inner Mongolian
Plateau and adjacent regions. We used sequenced
transcriptomes of P. villosa to develop primer pairs for
97 SSR markers. Of these, we successfully amplified 46
(47 %) SSRs and found that eleven were polymorphic
among individuals. We tested these eleven SSRs in 122
accessions of P. villosa representing ten populations, and
determined that the number of alleles per locus ranged
from one to seven, with an average of 2.727. The expected
and observed heterozygosity per locus varied from 0 to
0.840 (mean: 0.471) and from 0 to 1.000 (mean: 0.679),
respectively. The new SSR markers described in this study
will be valuable for evaluating the population genetic
structure and history of P. villosa throughout its range
and may help to develop hypotheses for understanding the
history of its divergence from its closest relatives in the
genus Stipa L.

Key words: grass; lllumina; microsatellite marker; ortho-
logous gene; transcriptome.

PO3POBKA SSR MAPKEPIB
JUIS PSAMMOCHLOA VILLOSA (TRIN.)
BOR (POACEAE), JOMIHAHTHOT'O BUY
HA TUIATO BHYTPIILIHBOT MOHTOJII{

Hamu Oyno pospobseHo Habip SSR mapkepiB st
BUBYEHHSI T€HETUYHOTO Pi3HOMAHITTS Ta €BOJIOLIIHOI
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icropii Psammochloa villosa (Trin.) Bor, nomiHaHTHOTO
BUy Ha ruiato BHyTpiHboi MOHTOMIT Ta B TpUIeTInNX
perionax. CekBeHoBaHi TpaHckpuntoMu P. villosa Oyno
BUKOPUCTAHO T po3po0Ku nap npaiimepis st 97 SSR
MapKepiB. 3 HUX MU yCITiliHo amriutidikysanmu 46 (47 %)
SSR i BusiBUIM, 110 OAMHANLATE OYJIU TTOTIMOPGHUMU
B OKpeMHX pocjivHax. Mu mepeBipuiu 1Li OOMHAILSIThH
SSR B 122 3paskax P. villosa, 1110 TIpeACTaBIISIIIN IECATH
MHOITYJISILIN, i BCTAaHOBWJIU, 1110 KiJIbKICTb aJIeJliB Ha JIOKYC
Oyna y Mexax Bill OMHOTO JIO0 CEMH, IPU IIbOMY CEPEIHE
3HaueHHs cTaHoBwJIO 2,727. OuikyBaHa i (pakTuuHa
TeTepO3UTOTHICTL B OIHOMY JIOKYCi TiepeOyBaia y
nianaszoHi Big 0 no 0,840 (cepenne 3HavyeHHs: 0,471) Ta
Bim 0 mo 1,000 (cepemne 3HaueHHs: 0,679), BiaMOBiaHO.
HoBi SSR mapkepu, omucaHi y LIbOMY JIOCIiIKEHHI,
OyoyTh KOPUCHUMM JJISI OLIIHKM T€HEeTUYHOI CTPYKTYypH
nonynsiiii Ta icropii P. villosa y BcboMy ii miamasoHi,
a TakoX MOXYTb OyTHM BMKOPHMCTaHi A BUCYHEHHS
rirore3 1IoHo icTopii ii mMBepreHIii Bim HaWOIVKUMX
poauyiB 3 poay Stipa L.

Karouoei caoea: tpasa; lllumina; MikpocaTeqiTHUIA Map-
Kep; OPTOJIOTIYHUI TeH; TPAHCKPUTITOM.
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