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Present study was intended fo examine the comparative
transcript profile of six drought-responsive genes under water
deficit conditions in sugarcane. Two tolerant genotypes of
sugarcane Co 98014 and Co 0118 and two sensitive genotypes
CoJ 85 and Co 89003 have had the contrast response to
water stress were planted in big plastic pots in a complete
randomized design. Water deficit conditions were created by
water withholding on 120" day. Soil moisture was measured
by gravimetric method. The moisture content was observed
23.9, 18.1 and 5.9 % on 120" day, 135" and 150" day,
respectively (0—20 cm soil depth). The third upper expanded
leaf was randomly collected as sample of all three stages.
Using quantitative PCR analysis change in mRNA transcript
was calculated and the level of mRNA transcript was
remarkedly increased for SOD and DroPro gene in tolerant
than sensitive genotypes on 150" day whereas DREB and
DNAj TFs was observed higher at 135" day as compared to
irrigated condition (120" day). Ferredoxin-I and LEA gene
transcripts were completely down regulated on 150" day.
The fold change was comparatively more down regulated in
the sensitive genotypes in compare to tolerant genotypes. The
present study endorses the further exploration of these genes
and its gene families for the future researchers.

Key words: Sugarcane; Water stress; Transcript expression;
qPCR; Formative phase.

PETYJIALIS TPAHCKPUTIILIT V HYKPOBOI
TPOCTHUHHU 3A YMOB JE®PILUUTY BOAU
[MPOTATOM ETAITY ®OPMOYTBOPEHHA

MeTo10 LIbOTO AOCTiIKeHHS 0yJI0 BUBUMTU ITOPiBHSAJIbHUI
npodisb TPAHCKPUNTY IIECTU MOCYXOUYTJIMBUX TIEHIB
LIYKPOBOI TPOCTMHM 3a YMOB HecTaui Boau. PocimHu
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JIBOX TOJEPAHTHMX T€HOTUIIIB IyKpoBOi TpocTuHU Co
98014 i Co 0118 i nBox uymmBux reHoturniB ColJ 85 i
Co 89003, saxi Manu MpOTUJIEXKHY peakliito Ha aAediluT
BOJIM, BUCAIWUJIM Y BEJIMKIi IJIACTUKOBI TOPIIMKYU 3a a0-
COJIIOTHO PaHIOMi30BaHOIO CUCTEMOIO. YMOBU Jedilin-
Ty BOJAM OyJIM CTBOPEHI LIJISIXOM YTPUMAaHHSI BOJIOTH Ha
120-i1 meHb. BojoricTe rpyHTY BUMIpIOBaJIM 3a TpaBi-
METPUYHUM METONIOM. 3apeeECTPOBaHi MOKA3HUKKU BMICTY
osiornt craHoBuin 23,9, 18,11 5,9 % na 120-i1, 135-i
i 150-it neHb, BianoBigHO (Ha mMOuHI TpyHTY 0—20 CcM).
Tperiii BepxHiii poO3MylIEHUI JIMCTOK PaHIOMi30BaHO
30upasii B SIKOCTi 3pa3Ka Ha BCiX TpbOX eramax. 3MiHy
B TpaHckpunti MPHK Bu3Havaim 3a 1omomMororo Kiib-
kicHoro T1JIP ananizy. PiBenp Tpanckpunty MPHK 0OyB
3HayHO BuUIMM Wit reHy SOD i DroPro y pociun 3
TOJIEPAHTHUM TEHOTHUIIOM, HiX Y POCIMH 3 UyTJIU-UM
reHoTurioM Ha 150-i1 JeHb y TOi 4ac, K TpaHCKpHUII-
uiftii  ¢pakropu DREB i DNAj Oyau BuIMMM Ha
135-ii neHb MoOpiBHAHO 3 ymoBamu 3poiueHHst (120-i
neHb). Tpanckpuntu ¢depenokcuny-1 i reny LEA Oynu
MOBHIiCTIO TNpuTHiueHi Ha 150-i1 neHb. KpaTtHicth pe-
3UCTEHTHOCTI OyJjia TIOPiBHSIHO HUXKYOKI Y YYTJIHMBUX
TEHOTHITIB, HiX y ToJIepaHTHUX reHoTumiB. Lle moc-
JIIKEHHS TATBEP/DKYE MOLIBHICTh MOAAIBIIOIO BUB-
YEeHHS LIMX TeHiB i CiMENICTB T'eHiB.

Karouoei caosa: nykpoBa TpocTrHa, AedilnT BOOU, €KC-
mpeciss TpaHckpunTy, KinbkicHa IIJIP, ¢asza dopmo-
YTBOPEHHSI.
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