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Xanthopappus subacaulis (Asteraceae) is a medicinal plant
endemic to the alpine meadows from the middle east region
of the Qinghai-Tibet Plateau in China. In this study, we
sequenced and analyzed its whole chloroplast (cp) genome
using Next Generation Sequencing techniques, represen-
ting the first complete cp genome for the genus Xantho-
pappus. Our results show that the cp genome of X. su-
bacaulis contains 153,297 base pairs (bp) with a relatively
high A + T content (62.28 %) and has a standard
quadripartite structure, where the large (LSC, §4,142 bp)
and small (SSC, 18,769 bp) single copy regions are sepa-
rated by two copies of inverted repeats (IRs, 25,193 bp
each). The cp genome encoded a total of 131 genes of
which 87 are protein-coding genes, 36 are tRNA genes
and eight are rRNA genes. The majority (85) of these
genes occur within the LSC region. When comparing these
results with the previously published cp genome of a related
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taxon from Asteraceae (genus Arctium), both species share
similar number and type of genes, and A + T content.
In addition, a Maximum Likelihood and Maximum
Parsimony phylogenetic analyses based on 33 chloroplast
genomes of Asteraceae suggested that X. subacaulis forms
an independent and well supported clade paraphyletic to
all the other members within tribes Carduinae, Carlininae
and Centaureinae of Asteraceae.

Key words: plastome assembly, Cirsium, Saussurea, Synu-
rus, subfamily Carduoideae, tribe Carduinae, tribe Cen-
taureinae, tribe Cynareae, tribe Carlininae.

OIMNC XAPAKTEPUCTHUK

I ®UIOTEHETUYHUWI AHAJII3

[TOBHOI'O TEHOMY XJIOPOITJIACTA
XANTHOPAPPUS SUBACAULIS (ASTERACEAE),
EHAEMIYHOI'O BUAY

3 HIHXAM-TUBETCBHKOTO TJIATO B KUTAT

Xanthopappus subacaulis (Asteraceae) — 1ie JiKapcbka
pociMHa, sIKa POCTe Ha BUCOKOTipHMX JIyKaxX CepelHbO-
aziarcbkoro periony, Ha llinxaii-TuGeTchbKOMy ILIATO
B Kwutai. ¥ 1boMy OOCHIIKEHHI MM CEKBEHYBaJIM i
MpoaHali3yBalin ii MOBHUI TeHOM Xjoporuacta (cp)
3a JOTIOMOTOIO0 TEXHOJIOTili CeKBEHYBaHHS HOBOTO ITO-
koniHHs (Next Generation Sequencing), TpeacTaBUB-
1M TIePIIMii TOBHUM TEHOM XJopoIiacta IJisl po-
oy Xanthopappus. Haiii pesynbTaTy MmokKasajiu, IO Te-
HOM xJyioporiacta X. subacaulis mictuth 153 297 map
ocHoB (bp) 3 gocuth BuUCOKMM BMicToM A + T
(62,28 %) i Mae craHHApTHY YOTUPHUCKIIAIOBY CTPYK-
Typy, B sikiii Benmki (LSC, 84 142 bp) i maui (SSC, 18 769
bp) OmHOKOIIiIiHI 00JacTi pO3disIeHi OBOMa KOIISIMU
inBeproBaHux mnosTopiB (IR, mo 25 193 bp koxeH).
3arajioM TreHOM XxJjoporuiacta koayBaB 131 reHu, 3
gKkux 87 — lle TeHM, 10 KOAYIOTh OiloK, 36 — TeHu
TPHK, i Bicivm — reuun pPHK. Binburicts (85) 1mx
reHiB 3ycTpivamoThcsi B Mexax oosacti LSC. 3rigHo
3 MOPIiBHSHHSM LIMX pe3yJbTaTiB 3 OIyOJIiKOBaHUM
paHillle TeHOMOM XJIOPOILIACTa CIIOPIAHEHOI'O0 TaKCOHY
3 Asteraceae (pin Arctium), obuaBa BHOM MalM I10-
niOHY KiJbKiCTh i TMII T€HiB, a Takox BwmicT A + T.
KpiM Toro, ¢isoreHeTHYHUI aHai3 3 BUKOPUCTAHHSIM
METO[iB MaKCHUMAaJbHOI IMPaBOOITOMIOHOCTI Ta MaKCH-
MaJIbHOI IIapCHMMOHIi Ha OCHOBi 33 Te€HOMIB XJIOpPO-
mwiacta Asteraceae NaJu MiACTaBU IS TIPUITYILEHHS,
mwo X. subacaulis yTBOpIOE He3alleXHY Ta Ao0pe 00-
IPYHTOBaHy KJjaay, napadileTuuyHy 100 BCiX iHIIMX
yieHiB B Mexax Tpub Carduinae, Carlininae i Centaur
einae 3 Asteraceae.

Karouoei caosa: obGnactb GOpMyBaHHSI TIJIaCTOMY,
Cirsium, Saussurea, Synurus, nincimeiictso Carduoideae,
tpuba Carduinae, Tpuba Centaureinae, Tpuba Cynareae,
tpuba Carlininae.
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