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The tea is one of the most important products in the southern 
region of Azerbaijan Republic and plays an essential role 
in the region’s economy. Assessing and describing genetic 
diversity in crop plants is a crucial first step toward their 
improvement. In this study the tea genotypes from the southern 
region of Azerbaijan were studied using 10 random amplified 
polymorphic DNA in order to estimate their genetic diversity 
and to identify the relationships among their genotypes. 
The RAPD primers generated 132 amplification products, 
113 of which were polymorphic. The polymorphic banding 
patterns with the number of amplified fragments varied 
from 4 (OPA-19) to 19 (OPAB-18). Percent polymorphism 
ranged from 50 to 95 % with an average of 83.94 %. The 
genetic similarity among the genotypes tested ranged 0.445 
to 0.819 with an average of 0.512. The cluster analysis based 
on UPGMA and Jaccard similarity index revealed 5 main 
clusters for the RAPD data and the principal coordinate 
analysis (PCoA) supported the clustering result. According 
to our results, there is a relatively high genetic distance 
across tea genotypes in the south of Azerbaijan Republic. 
Furthermore, it could be inferred that RAPD markers are 
suitable tools for the evaluation of genetic diversity and 
relationships within Camellia sinensis.

Key words: Camellia sinensis, RAPD marker, genetic 
variation, PCoA, polymorphism.

ÕÀÐÀÊÒÅÐÈÑÒÈÊÀ ² Ô²ËÎÃÅÍÅÒÈ×ÍÈÉ 
ÀÍÀË²Ç ÃÅÍÎÒÈÏ²Â ÀÇÅÐÁÀÉÄÆÀÍÑÜÊÎÃÎ 
×ÀÞ (CAMELLIA SINENSIS L.)
ÇÀ ÂÈÊÎÐÈÑÒÀÍÍß ÌÎËÅÊÓËßÐÍÈÕ 
ÌÀÐÊÅÐ²Â

×àé – îäèí ç íàéâàæëèâ³øèõ ïðîäóêò³â ó ï³â-
äåííîìó ðåã³îí³ Ðåñïóáë³êè Àçåðáàéäæàí, ÿêèé â³ä³-

ãðàº çíà÷íó ðîëü â åêîíîì³ö³ ðåã³îíó. Îö³íêà òà
îïèñ ãåíåòè÷íîãî ð³çíîìàí³òòÿ ðîñëèí öüîãî âèäó
º çíà÷èìèì ïåðøèì êðîêîì äî ¿õíüîãî âäîñêî-
íàëåííÿ. Ó öüîìó äîñë³äæåíí³ ãåíîòèïè ÷àþ ç 
ï³âäåííîãî ðåã³îíó Àçåðáàéäæàíó äîñë³äæóâàëè çà
âèêîðèñòàííÿ 10 âèïàäêîâî àìïë³ô³êîâàíèõ ïîë³-
ìîðôíèõ ÄÍÊ äëÿ òîãî, ùîá îö³íèòè ¿õíº ãåíå-
òè÷íå ð³çíîìàí³òòÿ ³ âñòàíîâèòè â³äíîñèíè ì³æ 
¿õí³ìè ãåíîòèïàìè. Ïðàéìåðè RAPD çãåíåðóâàëè 
132 ïðîäóêò³â àìïë³ô³êàö³¿ ³ 113 ç íèõ áóëè ïîë³-
ìîðôíèìè. Ïîë³ìîðôí³ ïàòòåðíè ñìóãàñòîñò³ ç ïåâ-
íîþ ê³ëüê³ñòþ àìïë³ô³êîâàíèõ ôðàãìåíò³â áóëè ó 
ä³àïàçîí³ â³ä 4 (OPA-19) äî 19 (OPAB-18). Ä³àïàçîí 
â³äñîòê³â ïîë³ìîðô³çìó ñêëàäàâ â³ä 50 äî 95 % ç 
ñåðåäí³ì çíà÷åííÿì â 83,94 %. Ãåíåòè÷íà ïîä³á-
í³ñòü ì³æ ãåíîòèïàìè, ÿê³ òåñòóâàëè, ïåðåáóâàëà 
ó ä³àïàçîí³ â³ä 0,445 äî 0,819 ïðè ñåðåäíüîìó 
çíà÷åíí³ â 0,512. Êëàñòåðíèé àíàë³ç íà îñíîâ³ 
UPGMA òà ³íäåêñó ïîä³áíîñò³ Æàêêàðà âèÿâèëè 
5 îñíîâíèõ êëàñòåð³â äëÿ äàíèõ RAPD, à àíàë³ç 
ãîëîâíèõ êîîðäèíàò (PCoA) ï³äòâåðäèâ ðåçóëüòàò 
êëàñòåðèíãó. Çã³äíî ç íàøèìè ðåçóëüòàòàìè, ì³æ 
ãåíîòèïàìè ÷àþ íà ï³âäí³ Ðåñïóáë³êè Àçåðáàéäæàí 
³ñíóº â³äíîñíî âåëèêà ãåíåòè÷íà â³äñòàíü. Êð³ì òî-
ãî, ìîæíà çðîáèòè âèñíîâîê, ùî ìàðêåðè RAPD –
öå ïðèéíÿòí³ ³íñòðóìåíòè äëÿ îö³íêè ãåíåòè÷íîãî 
ð³çíîìàí³òòÿ ³ â³äíîñèí ó ìåæàõ Camellia sinensis.

Êëþ÷îâ³ ñëîâà: Camellia sinensis, ìàðêåð RAPD, 
ãåíåòè÷íà ìóòàö³ÿ, PCoA, ïîë³ìîðô³çì.
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