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The tea is one of the most important products in the southern
region of Azerbaijan Republic and plays an essential role
in the region’s economy. Assessing and describing genetic
diversity in crop plants is a crucial first step toward their
improvement. In this study the tea genotypes from the southern
region of Azerbaijan were studied using 10 random amplified
polymorphic DNA in order to estimate their genetic diversity
and to identify the relationships among their genotypes.
The RAPD primers generated 132 amplification products,
113 of which were polymorphic. The polymorphic banding
patterns with the number of amplified fragments varied
from 4 (OPA-19) to 19 (OPAB-18). Percent polymorphism
ranged from 50 to 95 % with an average of 83.94 %. The
genetic similarity among the genotypes tested ranged 0.445
to 0.819 with an average of 0.512. The cluster analysis based
on UPGMA and Jaccard similarity index revealed 5 main
clusters for the RAPD data and the principal coordinate
analysis (PCoA) supported the clustering result. According
to our results, there is a relatively high genetic distance
across tea genotypes in the south of Azerbaijan Republic.
Furthermore, it could be inferred that RAPD markers are
suitable tools for the evaluation of genetic diversity and
relationships within Camellia sinensis.

Key words: Camellia sinensis, RAPD marker, genetic
variation, PCoA, polymorphism.

XAPAKTEPUCTUKA | ®IJIOTEHETUYHUIA
AHAJII3 TEHOTUIIIB A3BEPBAVIKAHCBKOTO
YAIO (CAMELLIA SINENSIS L.)

3A BUKOPUCTAHHA MOJIEKYJIAPHUX
MAPKEPIB

Yaili — oauH 3 HAWBaXIMBIIIMX TPOAYKTIB y MiB-
neHHoMy perioHi PecnyOniku AzepbaiiikaH, SKUd Bifi-
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rpa€e 3HayHy poJib B €KOHOMilli perioHy. OlliHKa Ta
OIUC TEHETUYHOTO PiZHOMAHITTSI POCIWH LIbOTO BUIY
€ 3HAaYMMUM TepIIMM KPOKOM JIO iXHBOTO BIOCKO-
HajJeHHd. Y 1LbOMY HOCJIIXEHHI T€HOTUIM 4Yaio 3
MiBAEHHOro perioHy AsepOaiipkaHy MOCIIIKyBaIu 3a
BUKopucTaHHsI 10 BUIagkoBO aMILTipiKOBaHUX ITOJIi-
mopbHux JHK g Toro, 106 OLiHUTU iXHE reHe-
TUYHE PIi3HOMAHITTS 1 BCTAHOBUTU BiTHOCUHU MiX
ixaiMu reHorumamu. Ilpaiimepu RAPD 3renepysanu
132 mponykTtiB amrutidikauii i 113 3 HUX Oyaud IOJi-
MopdHuMHU. TloiMopdHi MaTTepHU CMYTacTOCTi 3 MeB-
HOI0O KiIbKiCTIO aMIutipikoBaHUX (parMeHTiB Oyiau y
nianasoHi Bin 4 (OPA-19) no 19 (OPAB-18). [dianazon
BiICOTKIB ToniMopdizmy ckimagaB Bim 50 mo 95 % 3
cepenHiM 3HaueHHSIM B 83,94 %. I'eHetmuHa Tmomi6-
HICTh MDX TE€HOTUIIAMM, S$IKi TecTyBaiu, IiepeOyBaja
y nmianazoni Bim 0,445 no 0,819 mnpu cepenHboMy
3HaueHHi B 0,512. KiacrepHuii aHami3 Ha OCHOBI
UPGMA Ta inmekcy mnomioHocTi 2Kakkapa BUSIBUIU
5 ocHoBHUX KjactepiB mis gaHux RAPD, a ananis
ronoBHux KoopauHaT (PCoA) minTBepauB pe3yibTar
KJIAaCTepUHTy. 3TiZHO 3 HAIIMMU pe3yJbTaTaMu, MiX
TeHOTUIIAaMU 4Yalo Ha TMiBaHi Pecry6iiku AzepOaiimxaH
iCHy€ BiIHOCHO BeJIMKa reHeTW4YHa BimcTtaHb. KpiMm TO-
ro, MOXHa 3pOOMTH BUCHOBOK, 1110 Mapkepn RAPD —
1€ TIPUMHATHI iHCTPYMEHTHU JISI OLIHKU T€HETUYHOTO
pi3HOMAaHITTS i BimHOCUH Yy Mexxax Camellia sinensis.

Karouoei caoea: Camellia sinensis, mapkep RAPD,
reHeTnyHa mytaniss, PCoA, nmomimMopdizm.
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