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Epigenetics is the study of modifications in DNA expression
without changing the sequences in deoxyribonucleic acid.
Epigenetic mechanisms are specific “control” modifications
responsible for the activity or inactivity of selected genes.
Researchers are revealing a strong impact of epigenetic
mechanisms on various general diseases in human. It gives
clinicians great hope to understand pathomechanisms and
start causal treatment. The possibility for dental clinicians is
also wide and consists of diagnosis and treatment of diseases
occurring in the oral cavity. This review presents the role of
epigenetic mechanisms and the growing interest in their pos-
sible associations with dental pathologies such as periodontal
diseases, craniofacial malformations, and tooth agenesis.
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KOPOTKUM OI1sAd EMITEHETUYHUX
MEXAHI3MIB CTOMATOJIOTTYHUX
[MTATOJIOTTA

EnireHerrika — 1ie Hayka, 110 BUBYa€ Moaudikallii exc-
npecii JIHK 6e3 3minu nmocaimoBHocteit JIHK. Emire-
HETUYHI MexaHi3Mu — lie crhelu@iuyHi «KOHTPOJbHI»
monaudikaliii, sIKi BiIMOBigalOTh 3a OisUIbHICTH ab0 0e3-
IiSUTbHICTh 00paHMX reHiB. JoCIimHUKY BUSIBISIIOTH Be-
JIMKWI BIUIMB €IlireHeTUYHUX MEXaHi3MiB Ha pi3HOMa-
HIiTHIi 3arajbpHi 3axBopioBaHHs JoauHu. Lle mae Hamiio
JliKapsIM-IIpaKTUKaM Ha MOXJIMBICTh PO3YMiHHSI MaTO-
JIOTIYHMX MEXaHi3MiB i 3alpoBaIKeHHsI Kay3aJbHOI Te-
pamii. IIlupokuMM TakoX € MOXJIMBOCTI IJIsI TIPaKTH-
KYyIOUMX CTOMATOJIOTIB Y IUIaHi JiarHOCTUKMU i JIiKyBaHHSI
3aXBOPIOBaHb, 1110 BUHUKAIOTH Y POTOBiil MOPOXHUHI.
VY ubpoMmy OINISIAi IpeAcTaBIeHO pPOJib EIMireHeTUYHUX
MeXaHi3MiB Ta 3pOCTalYMii iHTepec OO0 iX MOXJIMBOI
acouiauii 3 TaKUMM CTOMATOJIOTIYHUMM I1aTOJOTISIMU,
SIK 3aXBOPIOBaHHSI TAapOAOHTY, 4YepEernHO-JUIILOBI Je-
¢dopmMmallii Ta areHe3 3y0iB.

Karwosi caosa: enireHeTMKa, T€HM, CTOMATOJIOTiIYHI
MaTOJIOTii, 3aXBOPIOBAHHS IMapOJAOHTY, areHe3 3y0iB.
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