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Epigenetics is the study of modifications in DNA expression 
without changing the sequences in deoxyribonucleic acid. 
Epigenetic mechanisms are specific “control” modifications 
responsible for the activity or inactivity of selected genes. 
Researchers are revealing a strong impact of epigenetic 
mechanisms on various general diseases in human. It gives 
clinicians great hope to understand pathomechanisms and 
start causal treatment. The possibility for dental clinicians is 
also wide and consists of diagnosis and treatment of diseases 
occurring in the oral cavity. This review presents the role of 
epigenetic mechanisms and the growing interest in their pos-
sible associations with dental pathologies such as periodontal 
diseases, craniofacial malformations, and tooth agenesis.
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ÊÎÐÎÒÊÈÉ ÎÃËßÄ ÅÏ²ÃÅÍÅÒÈ×ÍÈÕ 
ÌÅÕÀÍ²ÇÌ²Â ÑÒÎÌÀÒÎËÎÃ²×ÍÈÕ 
ÏÀÒÎËÎÃ²É

Åï³ãåíåòèêà – öå íàóêà, ùî âèâ÷àº ìîäèô³êàö³¿ åêñ-
ïðåñ³¿ ÄÍÊ áåç çì³íè ïîñë³äîâíîñòåé ÄÍÊ. Åï³ãå-
íåòè÷í³ ìåõàí³çìè – öå ñïåöèô³÷í³ «êîíòðîëüí³» 
ìîäèô³êàö³¿, ÿê³ â³äïîâ³äàþòü çà ä³ÿëüí³ñòü àáî áåç-
ä³ÿëüí³ñòü îáðàíèõ ãåí³â. Äîñë³äíèêè âèÿâëÿþòü âå-
ëèêèé âïëèâ åï³ãåíåòè÷íèõ ìåõàí³çì³â íà ð³çíîìà-
í³òí³ çàãàëüí³ çàõâîðþâàííÿ ëþäèíè. Öå äàº íàä³þ 
ë³êàðÿì-ïðàêòèêàì íà ìîæëèâ³ñòü ðîçóì³ííÿ ïàòî-
ëîã³÷íèõ ìåõàí³çì³â ³ çàïðîâàäæåííÿ êàóçàëüíî¿ òå-
ðàï³¿. Øèðîêèìè òàêîæ º ìîæëèâîñò³ äëÿ ïðàêòè-
êóþ÷èõ ñòîìàòîëîã³â ó ïëàí³ ä³àãíîñòèêè ³ ë³êóâàííÿ 
çàõâîðþâàíü, ùî âèíèêàþòü ó ðîòîâ³é ïîðîæíèí³. 
Ó öüîìó îãëÿä³ ïðåäñòàâëåíî ðîëü åï³ãåíåòè÷íèõ 
ìåõàí³çì³â òà çðîñòàþ÷èé ³íòåðåñ äî ¿õ ìîæëèâî¿ 
àñîö³àö³¿ ç òàêèìè ñòîìàòîëîã³÷íèìè ïàòîëîã³ÿìè, 
ÿê çàõâîðþâàííÿ ïàðîäîíòó, ÷åðåïíî-ëèöüîâ³ äå-
ôîðìàö³¿ òà àãåíåç çóá³â.

Êëþ÷îâ³ ñëîâà: åï³ãåíåòèêà, ãåíè, ñòîìàòîëîã³÷í³ 
ïàòîëîã³¿, çàõâîðþâàííÿ ïàðîäîíòó, àãåíåç çóá³â.
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