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Barley is the fourth most important grain crop in the
world which is well-adapted to marginal and stress-prone
environments, and hence a more reliable plant than wheat
orrice in regions located in colder or higher altitude. Genetic
diversity is a key component in breeding programs. We have
analyzed the genetic diversity of 106 barley accessions using
RAPD and ISSR molecular marker systems. The accessions
were composed of wild and domesticated barley representing
genotypes from fifteen different countries. A total of 40
polymorphic primers (20 RAPD and 20 ISSR) were used.
The RAPD primers generated 331 amplification products
and the ISSR primers produced 295 DNA fragments, out
of which 225 and 247 were polymorphic, respectively. By
RAPD markers the polymorphic banding patterns with the
number of amplified fragments varied from 10 (AF-14 and
OPL-09) to 26 (OPA-04). The percentage of polymorphism
ranged from 53.84 % (BY-15) to 100 % (OFG-14, OPF-
03 and W-07) with an average of 77.47 %. Contrary to
this, the number of bands amplified per primer by ISSR
markers varied between 10 (UBC-872, ISSR-4, 6 and 7)
and 21 (UBC-845) and the percentage of polymorphism
ranged from 57.14 % (UBC-814) to 100 % (ISSR-5 and 7)
with 83.97 % polymorphism. Dendrogram was constructed
based on RAPD and ISSR polymorphism dividing the barley
accessions into eleven however by combined RAPD+ISSR
all samples were grouped into ten main distinct clusters.
High correlation between the RAPD and ISSR marker
systems was shown using a Mantel test (r = 0.852). The data
obtained confirmed and indicated that Azerbaijan cultivated
barley accessions distinctly diverged from wild types.
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SlumiHp — yeTBepTa 3a BaXKJIMBICTIO 3epHOBA KYJIbTypa
y CBITi, sIKa n00pe ajanToBaHa 1O MapTiHAJIBHOTO Ce-
penoBUIlla 3 MOXJIMBUMM (DakTopaMH CTpecy, a OTXe
HaAilHIIIa POCAMHA, HIK MIIeHULS YU PUC, IS pe-
TiOHIB, pO3TalllOBAaHUX Y XOJOMHIIIMX UM BUIIUX BHUCO-
Tax. ['eHeTMYHe pPIZHOMAHITT € KJIIOYOBUM KOMIIO-
HEHTOM CeJIeKIIHHUX TIporpaM. Mu TipoaHajizyBajiu
TeHeTHYHe pisHOMaHITTA 106 i30/4TiB STIMEHIO 3a JIO-
MOMOTOI0 CUCTEM MOJIeKyJsipHUX MapkepiB RAPD Ta
ISSR. Byno BukopucraHo i30J8ITH SIK OUKKUX, TaK i
aKJIiMaTU30BaHUX POCIMH, SIKi MPeACTaBUIM T€HOTUIIU
3 IMTHAALSTA Pi3HUX KpaiH. 3arajioM OyJIo BUKO-
puctaHo 40 moniMmopdbHux mnpaiimepiB (20 RAPD Ta
20 ISSR). Ilpaitmepu RAPD 3renepyBasm 331 mpo-
oykT aminrigikanii, a mpaiimepu ISSR crtBopunm 295
¢parmenTiB JHK, i3 axux 225 i 247 Oynu mojiMopd-
HUMM, BianosinHo. 3a mapkepamu RAPD cxemu mosi-
MOpGHUX CMYyr 3 KiUIbKiCTIO amIutipikoBaHMX par-
MeHTIB Oynu y miamasoHi Bin 10 (AF-14 Ta OPL-09) mo
26 (OPA-04). Bincorok momiMopdizmy 0yB Bin 53,84 %
(BY-15) no 100 % (OFG-14, OPF-03 ta W-07) tipu
cepeaHboMy 3HauYeHHi B 77,47 %. Ha BinmiHy Bin 1poro,
KUJIBKIiCTb CMYT, aMILTi(hiKOBaHUX Ha OAUH MpaiimMep 3a
nornomoroto mapkepiB ISSR, Oyna y nianazoni Bim 10
(UBC- 872, ISSR-4, 6 ta 7) no 21 (UBC-845), a
BiZmcoToK TosiMopdizmy ckiamaB Bim 57,14 % (UBC-
814) mo 100 % (ISSR-5 ta 7) mpu mosaimopdizmi Ha
piBHi 83,97 %. Byno cTBOpeHO AeHIpOrpamy Ha OCHO-
Bi monimopdizmy RAPD Ta ISSR, sgxka mominuna i3o-
JIATU SYMEHIO Ha OJMHANLSATH TPYI, OAHAK 3a MOEMI-
HaHHsIM RAPD++ISSR Bci 3pa3ku Oyyo 3rpyrnoBaHoO y
JeCsITh OCHOBHMX YITKUX KJacTepiB. Byjno mnokazaHo
BUCOKMI piBeHb KOPEJALii MiXK CHCTEeMaMK MapKepiB
RAPD Tta ISSR 3a momomoroio tecty Manrtena (r =
= 0,852). OrpumaHi AaHi MiATBEpAMIM i MPOAECMOH-
CTpyBajid, 11O i30JIATU SIYMEHIO, BUPOLUEHI B A3ep-
OaiimKaHi, YiTKO BiIPi3HSIOTHCS Bijl JUKOTO STYMEHIO.

Karouoei caosa: nuxuii i akiiMaTU30BaHUN SYMiHb,
FEHETUYHE Pi3HOMAHITTS, TnosiMopdizM, MOJEKYJISIPHI
MapKepHu.
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