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Stellaria dichotoma L. var. lanceolata Bunge is a typical rare
medicinal plant commonly used in therapeutic formulations.
To reveal the structural arrangents and variation of complete
chloroplast genomes between S. dichotoma var. lanceolata
and its related species is of great significance for the
study of its evolutionary status. In this study, evolutionary
relationships between S. dichotoma var. lanceolata and its
related species of Caryophyllaceae were documented based
on the complete chloroplast genome sequence of S. dichotoma
var. lanceolata. The result showed that the whole circular
genome of S. dichotoma var. lanceolata was 150,461 bp in
length, annotated 129 genes, possessing RSCU of 21 types
of amino acids and 64 codons encoding. By comparing and
analyzing the SSR and variation region of the chloroplast
gene of S. dichotoma var. lanceolata and its related genus
pseudostellaria, we found that the divergent regions of trnk-
rpsl6, atpH-atpl, rpoCl-rpoB, rbcL-accD, trnS-trnG,
psaA-ycf3, trnV-trnM, ycf4d-cemA, petL-petG, trnL-ccsA,
ndhF, ndhA, and ycfl1 fragments were highly obvious, which
could be used as DNA barcodes for the taxonomic evidence
of S. dichotoma var. Lanceolata and Pseudostellaria in
Caryophyllaceae. A maximum likelihood (ML) phylogenetic
tree elucidated that S. dichotoma var. lanceolata was closely
related to pseudostellaria, and cluster into a branch with
Cerastium. Our results lay a robust foundation for future
phylogenetic and evolutionary status of S. dichotoma var.
lanceolata and among relatives within Caryophyllaceae.

Key words: Complete chloroplast genome; Stellaria dicho-
toma var. lanceolata; Caryophyllaceae; Pseudostellaria;
phylogenetic analysis.
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Stellaria dichotoma L. var. lanceolata Bunge — 1e
TUIIOBA piAKiCHA JliKapchbKa pOCJIMHA, SKY 3a3BUYail
BUKOPUCTOBYIOTb Y CKJaJi TepaleBTUYHUX IIpena-
patiB. BusBIeHHS CTPYKTYpHMX OCOOJIMBOCTEN i Bid-
MiHHOCTEI TIOBHUX XJIOPOIUIACTHUX TeHOMIB S. dicho-
toma var. lanceolata Bin CIOpiZHEHUX BHUIIB € Hal-
3BMYAlHO BaXJMBUM MJISI BMBUEHHS MOro €BOJIO-
LiiiHOro crarycy. Y 1LbOMY HOCJiIXEHHi Oyl1o 3amo-
KYMEHTOBAHO €BOJIIOLIMHI B3a€EMOBITHOCUHU MiX .
dichotoma var. lanceolata Ta crnopifHeHUMM BHIAMU
Caryophyllaceae Ha OCHOBi MOCIIZOBHOCTI ITOBHOTO
XJIOpOIUTACTHOTO TeHoMmy S. dichotoma var. lanceolata.
PesynbpraT mpomeMOHCTPYBaB, 11O TMOBHUIN LHMKJTIYHUI
reHoMm S. dichotoma var. lanceolata maB noBxuny 150
461 m.H., 129 TeHiB, BiIHOCHY 4acTOTy BMKOPHCTAHHS
cuHoHiMiuHOTO KomoHy (RSCU) 21 TurmiB aMiHOKMCIOT
i 64 xomonu. IlnsixoM MOPIiBHAHHS i aHaJi3y MPOCTUX
MOBTOpIOBaHUX mnochinoBHocTedd (SSR) i pinsiHku
MIiHJIMBOCTI XJIOPOIUIACTHOTO TeHy S. dichofoma var.
lanceolata i iioro cnopinHeHoro poxy Pseudostellaria
MM BUSIBUJIW, 110 AMBEPrytodi odnacri trnk-rpsl6, atpH-
atpl, rpoCl-rpoB, rbcL-accD, trnS-trnG, psaA-ycf3,
trnV-trnM, ycf4-cemA, petL-petG, trnL-ccsA, ndhF, ndhA
Ta ycfl dparmMeHTiB Oyau HaA3BMYAHO OYEBUAHUMMU,
mo MoxHa Bukopuctatu sk HAHK-mrpuxxomu mrs
TaKCOHOMIUHOTO JoBeneHHs S. dichotoma var. Lanceo-
lata ta Pseudostellaria B Caryophyllaceac. ®inoreHe-
TUYHE JEPEeBO MaKCHMAaJIbHOI MPaBIOINOAIOHOCTI MOKa-
3ajo, 1o S. dichotoma var. lanceolata TicHO ToB’s13aHa
3 Pseudostellaria i xmactepom Ha rimui i3 Cerastium.
Hamri pesynbraty 3akiamaioTh MillHE ITATPYHTS ISt
MaiiOyTHHOro (DiIOreHETUYHOTO i €BOJIIOLIMHOIO CcTa-
Tycy S. dichotoma var. lanceolata Ta TONOXEHHSI cepen
Caryophyllaceae.

Karouoei caoea: noBHUI XI0opoIiacTHUI TeHoM; Stella-
ria dichotoma var. lanceolata; Caryophyllaceae; Pseu-
dostellaria; GinoreHeTUYHUI aHATI3.
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