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Stellaria dichotoma L. var. lanceolata Bunge is a typical rare 
medicinal plant commonly used in therapeutic formulations. 
 To reveal the structural arrangents and variation of  complete 
chloroplast genomes between S. dichotoma var. lanceolata 
and its related species is of great significance for the 
study of its evolutionary status. In this study,   evolutionary 
relationships between S. dichotoma var. lanceolata and its 
related species of Caryophyllaceae were documented based 
on the complete chloroplast genome sequence of  S. dichotoma 
var. lanceolata. The result showed that the whole circular 
genome of S. dichotoma var. lanceolata was 150,461 bp in 
length, annotated 129 genes, possessing RSCU of 21 types 
of amino acids and 64 codons encoding. By comparing and 
analyzing the SSR and variation region of the chloroplast 
gene of S. dichotoma var. lanceolata and its related genus 
pseudostellaria,  we found that the divergent regions of  trnk-
rps16, atpH-atpI, rpoC1-rpoB, rbcL-accD, trnS-trnG, 
psaA-ycf3, trnV-trnM, ycf4-cemA, petL-petG, trnL-ccsA, 
ndhF, ndhA, and ycf1 fragments were highly obvious, which 
could be used as DNA barcodes for the taxonomic evidence 
of S. dichotoma var. Lanceolata and Pseudostellaria in 
Caryophyllaceae. A maximum likelihood (ML)   phylogenetic 
tree elucidated that S. dichotoma var. lanceolata was closely 
related to pseudostellaria, and cluster into a branch with 
Cerastium. Our results lay a robust foundation for future 
phylogenetic and evolutionary status of S. dichotoma var. 
lanceolata and among relatives within Caryophyllaceae.

Key words: Complete chloroplast genome; Stellaria dicho-
toma var. lanceolata; Caryophyllaceae; Pseudostellaria; 
phylogenetic analysis.

ÌÎËÅÊÓËßÐÍÀ ÎÐÃÀÍ²ÇÀÖ²ß 
ÕËÎÐÎÏËÀÑÒÍÎÃÎ ÃÅÍÎÌÓ ² 
ÒÀÊÑÎÍÎÌ²×ÍÅ ÏÎËÎÆÅÍÍß STELLARIA 
DICHOTOMA VAR. LANCEOLATE

Stellaria dichotoma L. var. lanceolata Bunge – öå 
òèïîâà ð³äê³ñíà ë³êàðñüêà ðîñëèíà, ÿêó çàçâè÷àé 
âèêîðèñòîâóþòü ó ñêëàä³ òåðàïåâòè÷íèõ ïðåïà-
ðàò³â. Âèÿâëåííÿ ñòðóêòóðíèõ îñîáëèâîñòåé ³ â³ä-
ì³ííîñòåé ïîâíèõ õëîðîïëàñòíèõ ãåíîì³â S. dicho-
toma var. lanceolata â³ä ñïîð³äíåíèõ âèä³â º íàä-
çâè÷àéíî âàæëèâèì äëÿ âèâ÷åííÿ éîãî åâîëþ-
ö³éíîãî ñòàòóñó. Ó öüîìó äîñë³äæåíí³ áóëî çàäî-
êóìåíòîâàíî åâîëþö³éí³ âçàºìîâ³äíîñèíè ì³æ S. 
dichotoma var. lanceolata òà ñïîð³äíåíèìè âèäàìè 
Caryophyllaceae íà îñíîâ³ ïîñë³äîâíîñò³ ïîâíîãî 
õëîðîïëàñòíîãî ãåíîìó S. dichotoma var. lanceolata. 
Ðåçóëüòàò ïðîäåìîíñòðóâàâ, ùî ïîâíèé öèêë³÷íèé 
ãåíîì S. dichotoma var. lanceolata ìàâ äîâæèíó 150 
461 ï.í., 129 ãåí³â, â³äíîñíó ÷àñòîòó âèêîðèñòàííÿ 
ñèíîí³ì³÷íîãî êîäîíó (RSCU) 21 òèï³â àì³íîêèñëîò 
³ 64 êîäîíè. Øëÿõîì ïîð³âíÿííÿ é àíàë³çó ïðîñòèõ 
ïîâòîðþâàíèõ ïîñë³äîâíîñòåé (SSR) ³ ä³ëÿíêè 
ì³íëèâîñò³ õëîðîïëàñòíîãî ãåíó S. dichotoma var. 
lanceolata ³ éîãî ñïîð³äíåíîãî ðîäó Pseudostellaria 
ìè âèÿâèëè, ùî äèâåðãóþ÷³ îáëàñò³ trnk-rps16, atpH-
atpI, rpoC1-rpoB, rbcL-accD, trnS-trnG, psaA-ycf3, 
trnV-trnM, ycf4-cemA, petL-petG, trnL-ccsA, ndhF, ndhA 
òà ycf1 ôðàãìåíò³â áóëè íàäçâè÷àéíî î÷åâèäíèìè, 
ùî ìîæíà âèêîðèñòàòè ÿê ÄÍÊ-øòðèõêîäè äëÿ 
òàêñîíîì³÷íîãî äîâåäåííÿ S. dichotoma var. Lanceo-
lata òà Pseudostellaria â Caryophyllaceae. Ô³ëîãåíå-
òè÷íå äåðåâî ìàêñèìàëüíî¿ ïðàâäîïîä³áíîñò³ ïîêà-
çàëî, ùî S. dichotoma var. lanceolata ò³ñíî ïîâ’ÿçàíà 
ç Pseudostellaria ³ êëàñòåðîì íà ã³ëö³ ³ç Cerastium. 
Íàø³ ðåçóëüòàòè çàêëàäàþòü ì³öíå ï³ä´ðóíòÿ äëÿ 
ìàéáóòíüîãî ô³ëîãåíåòè÷íîãî ³ åâîëþö³éíîãî ñòà-
òóñó S. dichotoma var. lanceolata òà ïîëîæåííÿ ñåðåä 
Caryophyllaceae.

Êëþ÷îâ³ ñëîâà: ïîâíèé õëîðîïëàñòíèé ãåíîì; Stella-
ria dichotoma var. lanceolata; Caryophyllaceae; Pseu-
dostellaria; ô³ëîãåíåòè÷íèé àíàë³ç.
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