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Ceylon oak (Schleichera oleosa (Lour.) Oken), belonging to 
Sapindaceae family, is a widely used plant for its medicinal 
properties. Currently, few studies have been conducted on 
Ceylon oak’s genetic background and its relationship with 
other closely related plants in Thailand. Therefore, this study 
focused on the analysis of nucleotide sequences to understand 
the genetic diversity and relationship of Ceylon oak with lon-
gan and lychee. The nucleotide sequencing of six loci, namely 
ITS2, matK, rbcL, trnH-psbA, trnL-i and trnL- trnF were 
analyzed in 5 Ceylon oak samples collected from various 
locations in Thailand and then were additionally aligned 
with nucleotide sequences of 36 longan samples and 2 lychee 
samples (7 species) (GenBank accession numbers KY174077-
KY174314). The sequencing results were then used to con-
struct a phylogenetic tree using the maximum likelihood 
criteria. Multiple sequence alignment revealed the highest 
InDel polymorphism of trnH-psbA fragment which can be 
developed as a DNA molecular marker in the identification of 
Ceylon oak. Interestingly, the K2P pairwise distance analysis 
revealed a high degree of genetic variation between Ceylon 
oak, longan and lychee samples and the combination of either 
matK and trnH-psbA or matK and ITS2 provided the most 
potential candidate DNA barcoding region for discrimination 
of Ceylon oak from longan and lychee. The phylogenetic tree 
showed that Ceylon oak is completely different from longan 
and lychee. This is the first report of phylogenetic information 
among Ceylon oak, longan and lychee in Thailand which 
might be used to assist Ceylon oak conservation and breeding 
program in the future. 

Key word: Ceylon oak (Schleichera oleosa (Lour.) Oken), 
Sapindaceae, DNA barcoding, Phylogenetic analysis.
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ÔÐÓÊÒÎÂÈÌÈ ÐÎÑËÈÍÀÌÈ Ñ²ÌÅÉÑÒÂÀ 
SAPINDACEAE

Öåéëîíñüêèé äóá (Schleichera oleosa (Lour.) Oken), 
ÿêèé íàëåæèòü äî ñ³ìåéñòâà Sapindaceae, – öå ðîñ-
ëèíà, ùî ìàº øèðîêå çàñòîñóâàííÿ ÷åðåç ñâî¿ ë³-
êàðñüê³ âëàñòèâîñò³. Íàðàç³ áóëî ïðîâåäåíî äåê³ëüêà 
äîñë³äæåíü ùîäî ãåíåòè÷íîãî ïîõîäæåííÿ öåéëîí-
ñüêîãî äóáà ³ éîãî â³äíîñèí ³ç ³íøèìè ñïîð³äíåíèìè 
ðîñëèíàìè â Òà¿ëàíä³. Ó ôîêóñ³ öüîãî äîñë³äæåííÿ 
áóâ àíàë³ç íóêëåîòèäíèõ ïîñë³äîâíîñòåé ³ç ìåòîþ 
âèçíà÷åííÿ ãåíåòè÷íî¿ ð³çíîìàí³òíîñò³ ³ â³äíîñèí 
ì³æ öåéëîíñüêèì äóáîì ³ ëîíãàíîì òà ë³÷³. Íóê-
ëåîòèäíå ñåêâåíóâàííÿ øåñòè ëîêóñ³â, à ñàìå ITS2, 
matK, rbcL, trnH-psbA, trnL-i òà trnL- trnF, áóëî ïðî-
àíàë³çîâàíî â ï’ÿòè çðàçêàõ öåéëîíñüêîãî äóáà, â³ä³-
áðàíèõ ³ç ð³çíèõ ðåã³îí³â Òà¿ëàíäó, ³ ïîò³ì äîäàòêî-
âî âèð³âíÿíî ç íóêëåîòèäíèìè ïîñë³äîâíîñòÿìè 
36 çðàçê³â ëîíãàíó ³ 2 çðàçê³â ë³÷³ (7 çðàçê³â) (³í-
âåíòàðí³ íîìåðè GenBank KY174077-KY174314). 
Çãîäîì ðåçóëüòàòè ñåêâåíóâàííÿ áóëè âèêîðèñòàí³ 
äëÿ ïîáóäîâè ô³ëîãåíåòè÷íîãî äåðåâà çà äîïîìî-
ãîþ êðèòåð³¿â ìàêñèìàëüíî¿ â³ðîã³äíîñò³. Ìíîæèííå 
âèð³âíþâàííÿ ïîñë³äîâíîñòåé ïîêàçàëî íàéâèùèé 
ïîë³ìîðô³çì InDel ôðàãìåíòó trnH-psbA, ÿêèé ìîæ-
íà ðîçðîáèòè â ÿêîñò³ ìîëåêóëÿðíîãî ìàðêåðó ÄÍÊ 
äëÿ ³äåíòèô³êàö³¿ öåéëîíñüêîãî äóáà. Ö³êàâî, ùî 
ïîïàðíèé äèñòàíòíèé àíàë³ç K2P âèÿâèâ âèñîêèé 
ñòóï³íü ãåíåòè÷íî¿ âàð³àòèâíîñò³ ì³æ çðàçêàìè öåé-
ëîíñüêîãî äóáà, ëîíãàíà ³ ë³÷³, à ïîºäíàííÿ matK 
³ trnH-psbA àáî matK ³ ITS2 çàáåçïå÷èëî íàéá³ëüø 
ïîòåíö³éíîãî êàíäèäàòà, ó÷àñòîê øòðèõ-êîäóâàííÿ 
ÄÍÊ äëÿ ðîçï³çíàííÿ öåéëîíñüêîãî äóáà íà â³äì³íó 
â³ä ëîíãàíà òà ë³÷³. Ô³ëîãåíåòè÷íå äåðåâî ïîêàçà-
ëî, ùî öåéëîíñüêèé äóá ïîâí³ñòþ â³äð³çíÿºòüñÿ â³ä
ëîíãàíà òà ë³÷³. Öå ïåðøèé çâ³ò ô³ëîãåíåòè÷íî¿
³íôîðìàö³¿ ïðî öåéëîíñüêèé äóá, ëîíãàí òà ë³÷³ â 
Òà¿ëàíä³, ÿêèé ìîæíà âèêîðèñòîâóâàòè â îáãîâî-
ðåíí³ ïðîãðàìè çáåðåæåííÿ òà ðîçâåäåííÿ öåéëîí-
ñüêîãî äóáà â ìàéáóòíüîìó.

Êëþ÷îâ³ ñëîâà: öåéëîíñüêèé äóá (Schleichera oleosa 
(Lour.) Oken), Sapindaceae, øòðèõ-êîäóâàííÿ ÄÍÊ, 
ô³ëîãåíåòè÷íèé àíàë³ç.
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