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Ceylon oak (Schleichera oleosa (Lour.) Oken), belonging to
Sapindaceae family, is a widely used plant for its medicinal
properties. Currently, few studies have been conducted on
Ceylon oak’s genetic background and its relationship with
other closely related plants in Thailand. Therefore, this study
focused on the analysis of nucleotide sequences to understand
the genetic diversity and relationship of Ceylon oak with lon-
gan and lychee. The nucleotide sequencing of six loci, namely
ITS2, matK, rbcL, trnH-psbA, trnL-i and trnL- trnF were
analyzed in 5 Ceylon oak samples collected from various
locations in Thailand and then were additionally aligned
with nucleotide sequences of 36 longan samples and 2 lychee
samples (7 species) (GenBank accession numbers KY174077-
KY174314). The sequencing results were then used to con-
struct a phylogenetic tree using the maximum likelihood
criteria. Multiple sequence alignment revealed the highest
InDel polymorphism of trnH-psbA fragment which can be
developed as a DNA molecular marker in the identification of
Ceylon oak. Interestingly, the K2P pairwise distance analysis
revealed a high degree of genetic variation between Ceylon
oak, longan and lychee samples and the combination of either
matK and trnH-psbA or matK and ITS2 provided the most
potential candidate DNA barcoding region for discrimination
of Ceylon oak from longan and lychee. The phylogenetic tree
showed that Ceylon oak is completely different from longan
and lychee. This is the first report of phylogenetic information
among Ceylon oak, longan and lychee in Thailand which
might be used to assist Ceylon oak conservation and breeding
program in the future.

Key word: Ceylon oak (Schleichera oleosa (Lour.) Oken),
Sapindaceae, DNA barcoding, Phylogenetic analysis.
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®PYKTOBUMU POCIUHAMMU CIMENCTBA
SAPINDACEAE

Leitnoncekuii ny6 (Schleichera oleosa (Lour.) Oken),
SIKMI HaJIeXXWUTh OO ciMelicTBa Sapindaceae, — 1ie poc-
JINHA, 10 MAae€ IIMPOKE 3aCTOCYBaHHS 4epe3 CBOI Jii-
Kapchbki BiactTuBocTi. Hapasi Oysio mpoBeneHo nexiibka
JOCHIIKEHb 100 TEHETUYHOTO MOXOXKEHHS LIeHIOH-
CBbKOTO Ay0a i ioro BiTHOCHH i3 iHIIMMM CIIOPiTHEHUMU
pociuHamu B Taimanmi. ¥ ¢okKyci IbOro AOCTiIKEeHHS
OyB aHali3 HYKJIEOTUAHUX MOCHIJOBHOCTEN i3 METOIO
BU3HAUYECHHSI T€HETUYHOI Pi3HOMAHITHOCTI i BiIHOCHH
MiX LIEHJIOHCBKMM QyOoM i JioHraHom Ta Jivi. Hyk-
JIGOTHIHE CEKBEHYBAHHSI 111€CTU JIOKYCIiB, a came ITS2,
matK, rbcL, trnH-psbA, trnL-i Ta trnL- trnF, 6yno npo-
aHaJIi30BaHO B M’SITU 3pa3Kax LEeHIOHCHKOro ayda, Bifi-
OpaHuX i3 pizHux perioHiB TaimaHmy, i mOTIM JOXATKO-
BO BHMPIBHSIHO 3 HYKJIEOTMJAHUMU TMOCJiIOBHOCTSIMU
36 3paskiB JIOHTaHy i 2 3paskiB Jivi (7 3pas3kiB) (iH-
BeHTapHi Homepu GenBank KY174077-KY174314).
3rooM pe3yibTaTh CEKBEHYBaHHSI OyJiM BUKOPUCTaHI
sl moOynoBU (DiIOreHETUYHOTO OepeBa 3a JOIIOMO-
TOI0 KPUTEPiiB MaKCUMAaJIbHOI BiporimHOCTi. MHOXWUHHE
BUPIBHIOBAHHSI TOCJIIZOBHOCTEM IOKAa3aJ0 HaWBUILMIA
nojimopdism InDel pparmenTy trnH-psbA, sikuit Mox-
Ha po3poOUTH B SIKOCTI MosieKyJisspHoro mapkepy JITHK
s imeHTudikauii meiaoHcekoro ayoa. LlikaBo, 1110
nomapHuii guctaHTHU aHami3 K2P BUSBUB BucOKMIA
CTYIiHb T€HETUYHOI BapiaTUBHOCTI MixX 3pa3KaMu LeH-
JIOHCBKOTO ny0a, JIoHraHa i Jivi, a moeaHaHHI matK
i trnH-psbA abo matK i ITS2 3abe3neuniio HaiOiIbLI
MOTEHUIMHOTO KaHAWAATa, Y4acTOK ILUTPUX-KOAYBaHHS
JAHK m1st po3nizHaHHS LIEHJIOHCHKOTO ay0a Ha BiMiHY
Bin JioHraHa Ta Jivi. dinoreHeTnyHe AepeBO ITOKa3a-
JIO, 1110 LEHJIOHCHKUI 1y0 MOBHICTIO BiPi3HSIETHCS Bif
JoHraHa Ta umiuvi. lle mepmmii 3BiT ioreHeTUYHOI
iHdopMallil Mpo LEHIOHChKUII 1y0, JIOHTaH Ta Jidi B
Tainanmi, sSIKMii MOXHa BUKOPUCTOBYBAaTM B OOrOBO-
peHHi mporpamu 30epeXXeHHs Ta PO3BEACHHSI LIEMJIOH-
ChKOro jiy0a B MaiilOyTHHOMY.

Karouosi caosa: ueiinoncekuii nyo (Schleichera oleosa
(Lour.) Oken), Sapindaceae, mtpux-koayBaHHus JHK,
GiToreHeTUYHUIN aHai3.
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