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Aeluropus littoralis is a valuable halophyte grass be-
longing to the same family of wheat and is used as forage.
Although A. littoralis has the potential to become an
important genetic resource for improving salt and drought
tolerance in economically important crops, no SSR
markers have been developed for it. The main goal was to
rapidly develop a set of genic SSR markers for A. littoralis.
Repeat analysis of non-redundant EST sequences of
Aeluropus and transferability assessment of 110 SSR-rich
loci from rice and wheat were used to identify EST-SSRs.
Then selected EST-SSR loci and some physiological
traits includings Na , K and Ash content were utilized
for marker characterization and assessment of genetic
diversity among A. littoralis accessions collected from all
around the country. The results showed that 6.7 % of
EST records of A. littoralis comprising SSR motifs which
was used for desiging 18 primer pairs (ALES). In addition
48 SSR loci (GDES) from 110 of the gramineae were
shown to be transferable to A. littoralis based on the PCR
profiles. Finally, genotypic clustering based on EST-SSR
markers divided the accessions into seven groups. The
accessions were also categorized into six groups according
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to the physiological traits. Our finding indicated that
there are remarkable variations about 33 % in coding
regions of Iranian Aeluropus accessions. The results of
both genotypic and physiologic clustering were partially
consistent and most groups corresponded to geographic
regions.

Key words: EST-SSRs, EST Repeat analysis, Genetic
variation, Transferability.

PO3POBKA TEHHUX SSR-MAPKEPIB )
TA OLUIHKA PI3BHOMAHITTA TAJIO®ITOBOI
IMEPCbKOI TPABWU, AELUROPUS LITTORALIS

Aeluropus littoralis — 1ue uiHHaA ranogiroBa Tpasa,
sIKa HaJIEXWUTh 10 OJHOrO 3 MUICHUILICI0 ciMeicTBa i
BUKODUCTOBYETBbCSI 4K KOPM U TBapuH. Xoua B
A. littoralis € ToTeHLiaJl MOXJIMBOTO TI'€HETUYHOIO
pecypcy IS TOKpalleHHS CTiHKOCTI €KOHOMIYHO
BaXJIMBUX CITbCHKOTOCITOAAPCHKUX POCIMH TO COJICH
Ta TOCYXM, UISI L€l POCAMHU HE OylI0 pPO3po0JIeHO
xonHux SSR-mapkepiB. TonmoBHa Mera mossiranza B
LWIBUIKiN po3podili Habopy reHHUx SSR-mapkepiB ajs
A. littoralis. 1nsa inentudikauii EST-SSR npoBoaunu
MOBTOPHMUI aHaji3 HEHAMJIMIIKOBUX TOCiIOBHOCTEH
EST Aeluropus i ouinky nepeHocumocti 110 jokyciB
pucy Ta mumeHuui 3 6aratbma SSR. Ilotim BuOpani
nokycu EST-SSR Ta gesaxi iziosoriuHi o3Hakwu,
3okpemMa BMmicT Na+, K+ Ta norneny, BUKOPUCTAIN IS
XapaKTepU3yBaHHSI MapKepiB Ta OL[iHKK TeHETUYHOTO
pisHOMaHITTS B i3ossiTax A. littoralis, 3i0paHux 1Mo BCiit
KpaiHi. PesyiabTatm mpomeMoHcTpyBanu, mo 6.7 %
zanuciB EST momo A. littoralis MicTUIM MOTUBU
SSR, gki OyJ0 BUKOPUCTAHO mJisd po3poOku 18 map
npaiimepiB (ALES). Kpim Toro, 0yyso moka3zaHO MOX-
JnuBicTh nepeHocy 48 nokyciB SSR (GDES) i3 110 Bix
Gramineae 10 A. littoralis Ha ocHoBi npodiniB I1JIP.
3peToo TeHOTUITHE KJIaCTepyBaHHS Ha OCHOBI Map-
kepiB EST-SSR no3Boinio MOOiIUTH i30JI9TH Ha CiM
rpyn. Takox i3oysiTM OyJI0 KaTeropu3oBaHO B IIiCThb
rpyn 3a ¢iziosoriyHMMM o3Hakamu. Haiui pesynbraTu
MPOJEMOHCTPYBAIM 3HAUYHE pi3HOMAHITTS (OJM3bKO
33 %) KomylouMxX YYacTKiB i30JISITiB ipaHCBKUX POC-
JuH Aeluropus. Pe3ynbrat TeHOTUITHOTrO Ta hi3ioso-
TiYHOTO KJIaCTePYBaHHSI YaCTKOBO Y3TOMXKYBAIUCSI MiX
co0010 i OiNBLIICTh Tpyn BiAmoBigaga reorpadivyHUM
perioHam.

Karouosi caosa: EST-SSR, nosropuuii ananiz EST, re-
HEeTUYHa Bapiallisi, IIepeHOCUMICTb.
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