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Aeluropus littoralis is a valuable halophyte grass be-
longing to the same family of wheat and is used as forage. 
Although A. littoralis has the potential to become an 
important genetic resource for improving salt and drought 
tolerance in economically important crops, no SSR 
markers have been developed for it. The main goal was to 
rapidly develop a set of genic SSR markers for A. littoralis. 
Repeat analysis of non-redundant EST sequences of 
Aeluropus and transferability assessment of 110 SSR-rich 
loci from rice and wheat were used to identify EST-SSRs. 
Then selected EST-SSR loci and some physiological 
traits includings Na

+
, K

+ 
and Ash content were utilized 

for marker characterization and assessment of genetic 
diversity among A. littoralis accessions collected from all 
around the country. The results showed that 6.7 % of 
EST records of A. littoralis comprising SSR motifs which 
was used for desiging 18 primer pairs (ALES). In addition 
48 SSR loci (GDES) from 110 of the gramineae were 
shown to be transferable to A. littoralis based on the PCR 
profiles. Finally, genotypic clustering based on EST-SSR 
markers divided the accessions into seven groups. The 
accessions were also categorized into six groups according 

to the physiological traits. Our finding indicated that 
there are remarkable variations about 33 % in coding 
regions of Iranian Aeluropus accessions. The results of 
both genotypic and physiologic clustering were partially 
consistent and most groups corresponded to geographic 
regions. 

Key words: EST-SSRs, EST Repeat analysis, Genetic 
variation, Transferability.

ÐÎÇÐÎÁÊÀ ÃÅÍÍÈÕ SSR-ÌÀÐÊÅÐ²Â
ÒÀ ÎÖ²ÍÊÀ Ð²ÇÍÎÌÀÍ²ÒÒß ÃÀËÎÔ²ÒÎÂÎ¯ 
ÏÅÐÑÜÊÎ¯ ÒÐÀÂÈ, AELUROPUS LITTORALIS

Aeluropus littoralis – öå ö³ííà ãàëîô³òîâà òðàâà, 
ÿêà íàëåæèòü äî îäíîãî ç ïøåíèöåþ ñ³ìåéñòâà ³ 
âèêîðèñòîâóºòüñÿ ÿê êîðì äëÿ òâàðèí. Õî÷à â 
A. littoralis º ïîòåíö³àë ìîæëèâîãî ãåíåòè÷íîãî 
ðåñóðñó äëÿ ïîêðàùåííÿ ñò³éêîñò³ åêîíîì³÷íî 
âàæëèâèõ ñ³ëüñüêîãîñïîäàðñüêèõ ðîñëèí äî ñîëåé 
òà ïîñóõè, äëÿ ö³º¿ ðîñëèíè íå áóëî ðîçðîáëåíî 
æîäíèõ SSR-ìàðêåð³â. Ãîëîâíà ìåòà ïîëÿãàëà â 
øâèäê³é ðîçðîáö³ íàáîðó ãåííèõ SSR-ìàðêåð³â äëÿ 
A. littoralis. Äëÿ ³äåíòèô³êàö³¿ EST-SSR ïðîâîäèëè 
ïîâòîðíèé àíàë³ç íåíàäëèøêîâèõ ïîñë³äîâíîñòåé 
EST Aeluropus ³ îö³íêó ïåðåíîñèìîñò³ 110 ëîêóñ³â 
ðèñó òà ïøåíèö³ ç áàãàòüìà SSR. Ïîò³ì âèáðàí³ 
ëîêóñè EST-SSR òà äåÿê³ ô³ç³îëîã³÷í³ îçíàêè, 
çîêðåìà âì³ñò Na+, K+ òà ïîïåëó, âèêîðèñòàëè äëÿ 
õàðàêòåðèçóâàííÿ ìàðêåð³â òà îö³íêè ãåíåòè÷íîãî 
ð³çíîìàí³òòÿ â ³çîëÿòàõ A. littoralis, ç³áðàíèõ ïî âñ³é 
êðà¿í³. Ðåçóëüòàòè ïðîäåìîíñòðóâàëè, ùî 6.7 %
çàïèñ³â EST ùîäî A. littoralis ì³ñòèëè ìîòèâè 
SSR, ÿê³ áóëî âèêîðèñòàíî äëÿ ðîçðîáêè 18 ïàð 
ïðàéìåð³â (ALES). Êð³ì òîãî, áóëî ïîêàçàíî ìîæ-
ëèâ³ñòü ïåðåíîñó 48 ëîêóñ³â SSR (GDES) ³ç 110 â³ä
Gramineae äî A. littoralis íà îñíîâ³ ïðîô³ë³â ÏËÐ.
Çðåøòîþ ãåíîòèïíå êëàñòåðóâàííÿ íà îñíîâ³ ìàð-
êåð³â EST-SSR äîçâîëèëî ïîä³ëèòè ³çîëÿòè íà ñ³ì 
ãðóï. Òàêîæ ³çîëÿòè áóëî êàòåãîðèçîâàíî â ø³ñòü 
ãðóï çà ô³ç³îëîã³÷íèìè îçíàêàìè. Íàø³ ðåçóëüòàòè 
ïðîäåìîíñòðóâàëè çíà÷íå ð³çíîìàí³òòÿ (áëèçüêî 
33 %) êîäóþ÷èõ ó÷àñòê³â ³çîëÿò³â ³ðàíñüêèõ ðîñ-
ëèí Aeluropus. Ðåçóëüòàòè ãåíîòèïíîãî òà ô³ç³îëî-
ã³÷íîãî êëàñòåðóâàííÿ ÷àñòêîâî óçãîäæóâàëèñÿ ì³æ 
ñîáîþ ³ á³ëüø³ñòü ãðóï â³äïîâ³äàëà ãåîãðàô³÷íèì 
ðåã³îíàì.

Êëþ÷îâ³ ñëîâà: EST-SSR, ïîâòîðíèé àíàë³ç EST, ãå-
íåòè÷íà âàð³àö³ÿ, ïåðåíîñèì³ñòü.
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