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MicroRNA(miRNA), a small non-coding class of RNA that
regulates the gene expression, is conserved among several
plant species. In the present study, an in-silico approach
was adopted to identify miRNA from the known expressed
sequences tags (ESTs) of Citrus reticulata L. A total of 17
miRNAs from 23 different ESTs along with their secondary
structures and targets were predicted. The identified 63
targets include several transcription factors, proteins that
regulate plant growth, development, flowering, and seed
development together with stress response. The cis-regulatory
element present at the promoter region of the MIR genes of
C. reticulata showed relevance towards light responsiveness,
auxin, gibberellins, abscisic acid (ABA), anthocyanin
responsiveness, salicylic acid responsiveness, anaerobic
induction, circadian control, nitrate dependent regulation
of the cell cycle and DNA replication, defense, and stress
responsiveness. The present study identifies the miRNAs
along with their regulatory elements in C. reticulate. The
study will also support the research on miRNAs identification
from the genomic data of different plants and prediction of
the possibilities of expression of identified MIR genes based
on the presence of upstream promoter and other regulatory
elements.

Key words: miRNA, Citrus reticulata, Expressed Sequence
Tag, Cis-regulatory element, psRNATarget.

OBYNCITIOBAJIbHA INEHTU®IKALIIA
MikpoPHK I HUC-AIIOYMNX PETYJIATOPHUX
EJIJEMEHTIB CITRUS RETICULATA L.

JJIA NEPEABAYEHHA BIPOTTAHOCTI
EKCIPECII IXHIX BIAMOBIAHUX I'EHIB MIR

MikpoPHK (miRNA), HeBenukuii Kjiac HEKOIYIOUMX
PHK, sxuii peryioe ekcripecito reHiB, oOMexXeHi Je-
KiJIbKOMa BUIaMU POCIMH. Y LIbOMY JOCTIIKEHHi OyJIo
3aCTOCOBAHO Minxif in-silico 3 MeTOw BHU3HAYEHHS
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MikpoPHK y BigomMux mMapkepHUX €KCITPECOBaHUX TO-
chinoBHoctsix (EST) Citrus reticulata L. 3aranom Oyno
nependadero 17 mikpoPHK i3 23 pizaux EST, a Takox
iXHi BTOPUHHI CTpyKTypu Ta Liii. Jlo imeHTu(ikKoBaHUX
63 1ineit BXOOATH OEKiJIbKa TPAHCKPUITLIMHUX (HaKTO-
piB, OiKM, IO PEryjaiolTh PIiCT, PO3BUTOK, LBITIHHS
POCJIMH Ta PO3BUTOK HACiHHSI, a TaKOX peakllilo Ha
crpec. Luc-perynsiTopHuii e1leMeHT, TIPUCYTHIl y TIpo-
motepHiit ginsgHii MIR renis C. reticulata, npone-
MOHCTPYBaB CBOIO aKTyaJbHICThb IIOAO peakilii Ha
CBITJIO, ayKCUH, Tri0Oepe/UliHi, aOCLM30BY KUCIOTY
(ABA), aHTOLIMaHIH, CaJillUJIOBY KUCJIOTY, 100 aHa-
€poOHOI  iHAYKIil, KOHTPOJIO LMPKAJAHOTO PUTMY,
HITPaTO3aJIEXKHOTO PETYJIOBAHHS KJIITUHHOTO UMKy
ta perutikauii JHK, 3axucry Ta peakuii Ha ctpec. Y
LbOMY IOCJiIKeHHi Oyno BcraHoBieHO MikpoPHK Ta
ixHi perynsTopHi enemeHTu B C. reticulate. Haie no-
CJI/DKEHHST TaKOX Oyle KOPUCHMM Ul BUBYEHHSI MOX-
JquBocTi ineHTudikanii MikpoPHK Ha ocHOBi reHom-
HUX [aHUX DPI3HUX POCIUH Ta TepeAdayeHHsI MOXJIU-
BOCTI ekcmpecii ineHTndikoBanux rexiB MikpoPHK Ha
OCHOBI HAsSIBHOCTi BUCXiIHOIO IIPOMOTEpa Ta iHILIKUX pe-
TYJISITOPHUX €JIEMEHTIB.

Karouoei caosa: mixkpoPHK, Citrus reticulata, mapkepHa
eKCITpecoBaHa TMOCiIOBHICTh, LIUC-PETYISITOPHUI elie-
meHT, psRNATarget.
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