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Clematis tomentella 2001 (Ranunculaceae) is a typical
drought-tolerant sand-fixing plant in desert ecosystem in
northwest China. To elucidate the phylogenetic status of C.
tomentella and its related species, we determined the complete
chloroplast (cp) genome and analyzed their interspecific
relationships. The result showed that the cp genome of C.
tomentella was 159,816 bp in length, including two inverted
repeats of 31,045 bp, a large single copy region of 79,535
bp, and a small single copy region of 18,191 bp. 136 genes
were annotated across the whole cp genome, including 92
protein-coding genes, 8 rRNA genes, and 36 tRNA genes,
as well as the GC content accounted for 38 %. Crucially,
we found that the regions of psbE-petL, trnG_UCC-atpA,
ndhF-rpl32, and rps§-infA were highly divergent, which
could be marked as DNA barcodes for the identification of
C. tomentella in Ranunculaceae. A maximum likelihood
phylogenetic tree revealed that C. tomentella was closely
related to C. fruticosa. Our results provide the references
and implications for the phylogenetic study of Clematis in
Ranunculaceae in the future.

Keywords: C. tomentella; complete chloroplast genome; Cle-
matis; gene; phylogenetic analysis

XAPAKTEPMCTHUKA ITOBHOI'O XJIOPOIUIACTHOI'O
TEHOMY TA EBOJIIOLUINHE ITOJIOZKEHHA
CLEMATIS TOMENTELLA

© IHCTUTYT KJAITUHHOI BIOJOTIT TA TEHETUYHOI
IH>XXEHEPIT HAH YKPATHMU, 2024
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Clematis tomentella 2001 (Ranunculaceae) — ue Tumno-
Ba TOCYXOCTiiiKa pocCjrHa, sIKa YKPIIUIIO€E MiCOK y Mmyc-
TeJIbHIl ekocucTeMi MiBHiYHO-3aximHoro Kwurato. 11106
3’gacyBaTu (inoreHeTnyHuii cratyc C. tomentella Ta cro-
PiTHEHUX BUAiB, MU BU3HAYWIM TOBHUI XJIOPOILIACT-
HUIi (Cp) TEHOM i IpoaHaji3yBaau ixHi MiKBUIIOBi Bil-
HOCHMHM. Pe3ynbratu IOKazaiM, IO XJIOPOILIACTHMI
retoM C. fomentella maB 159 816 I1.H. y JOBXUHY, BKJIIOY-
HO 3 JIBOMa iHBepTOBaHMMM TToBTOpaMu 1o 31 045 m.H.,
BEJINKY MAaJIOKOMiHY AUITHKY Ha 79 535 m.H. Ta He-
BEJIMKY MAaJIOKOMiHYy IiisHKy Ha 18 191 mH. 136 re-
HiB OyJIO aHOTOBaHO IO BChOMY XJIOPOILJIACTHOMY Te-
HOMY, BKJIOYHO 3 92 OULIOK-KOAYIOUMMHU TeHamu, 8
pPHK renamu ta 36 TPHK renamu, a Bmict GC cra-
HOBUB 38 %. Mu BusiBUIW, 1O AiNAHKU psbE-petl,
trnG_UCC-atpA, ndhF-rpl32 Ta rps8-infA 6ynu 3HaAYHO
NUBEPreHTHUMHU, 1110 Moxe BBaxatucs JHK 1wmrpux-
komoMm misa imeHTudikamii C. fomentella y Ranuncula-
ceae. DijoreHeTMUHE IEepPeBO Ha OCHOBI MaKCHMAaJIbHOI
MoBipHOCTI Tokaszaio, o C. tomentella TicHO MoB’s1-
3aHa 3 C. fruticosa. Hauli pe3ynbTatu naloTh MiACTaBU
IIJIST TIOJAJTBIIIOTO BUBYEHHST (DiJIOTEHETUIHUX BiTHOCWH
Clematis y Ranunculaceae.

Karouoei caosa: C. tomentella; noenuili xaoponiacmmuuii
eenom; Clematis; TeH; ¢hinocenemuuHnuil ananis.
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