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Clematis tomentella 2001 (Ranunculaceae) is a typical 
drought-tolerant sand-fixing plant in desert ecosystem in 
northwest China. To elucidate the phylogenetic status of C. 
tomentella and its related species, we determined the complete 
chloroplast (cp) genome and analyzed their interspecific 
relationships. The result showed that the cp genome of C. 
tomentella was 159,816 bp in length, including two inverted 
repeats of 31,045 bp, a large single copy region of 79,535 
bp, and a small single copy region of 18,191 bp. 136 genes 
were annotated across the whole cp genome, including 92 
protein-coding genes, 8 rRNA genes, and 36 tRNA genes, 
as well as the GC content accounted for 38 %. Crucially, 
we found that the regions of psbE-petL, trnG_UCC-atpA, 
ndhF-rpl32, and rps8-infA  were highly divergent, which 
could be marked as DNA barcodes for the identification of 
C. tomentella in Ranunculaceae. A maximum likelihood 
phylogenetic tree revealed that C. tomentella was closely 
related to C. fruticosa. Our results provide the references 
and implications for the phylogenetic study of Clematis in 
Ranunculaceae in the future.

Key words: C. tomentella; complete  chloroplast genome; Cle-
matis; gene; phylogenetic analysis

ÕÀÐÀÊÒÅÐÈÑÒÈÊÀ ÏÎÂÍÎÃÎ ÕËÎÐÎÏËÀÑÒÍÎÃÎ
ÃÅÍÎÌÓ ÒÀ ÅÂÎËÞÖ²ÉÍÅ ÏÎËÎÆÅÍÍß 
CLEMATIS TOMENTELLA

Clematis tomentella 2001 (Ranunculaceae) – öå òèïî-
âà ïîñóõîñò³éêà ðîñëèíà, ÿêà óêð³ïëþº ï³ñîê ó ïóñ-
òåëüí³é åêîñèñòåì³ ï³âí³÷íî-çàõ³äíîãî Êèòàþ. Ùîá
ç’ÿñóâàòè ô³ëîãåíåòè÷íèé ñòàòóñ C. tomentella òà ñïî-
ð³äíåíèõ âèä³â, ìè âèçíà÷èëè ïîâíèé õëîðîïëàñò-
íèé (cp) ãåíîì ³ ïðîàíàë³çóâàëè ¿õí³ ì³æâèäîâ³ â³ä-
íîñèíè. Ðåçóëüòàòè ïîêàçàëè, ùî õëîðîïëàñòíèé 
ãåíîì C. tomentella ìàâ 159 816 ï.í. ó äîâæèíó, âêëþ÷-
íî ç äâîìà ³íâåðòîâàíèìè ïîâòîðàìè ïî 31 045 ï.í.,
âåëèêó ìàëîêîï³éíó ä³ëÿíêó íà 79 535 ï.í. òà íå-
âåëèêó ìàëîêîï³éíó ä³ëÿíêó íà 18 191 ï.í. 136 ãå-
í³â áóëî àíîòîâàíî ïî âñüîìó õëîðîïëàñòíîìó ãå-
íîìó, âêëþ÷íî ç 92 á³ëîê-êîäóþ÷èìè ãåíàìè, 8
ðÐÍÊ ãåíàìè òà 36 òÐÍÊ ãåíàìè, à âì³ñò GC ñòà-
íîâèâ 38 %. Ìè âèÿâèëè, ùî ä³ëÿíêè psbE-petL,
trnG_UCC-atpA, ndhF-rpl32 òà rps8-infA áóëè çíà÷íî 
äèâåðãåíòíèìè, ùî ìîæå ââàæàòèñÿ ÄÍÊ øòðèõ-
êîäîì äëÿ ³äåíòèô³êàö³¿ C. tomentella ó Ranuncula-
ceae. Ô³ëîãåíåòè÷íå äåðåâî íà îñíîâ³ ìàêñèìàëüíî¿ 
éìîâ³ðíîñò³ ïîêàçàëî, ùî C. tomentella ò³ñíî ïîâ’ÿ-
çàíà ç C. fruticosa. Íàø³ ðåçóëüòàòè äàþòü ï³äñòàâè 
äëÿ ïîäàëüøîãî âèâ÷åííÿ ô³ëîãåíåòè÷íèõ â³äíîñèí 
Clematis ó Ranunculaceae.

Êëþ÷îâ³ ñëîâà: C. tomentella; ïîâíèé õëîðîïëàñòíèé 
ãåíîì; Clematis; ãåí; ô³ëîãåíåòè÷íèé àíàë³ç.
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