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 Apis cerana abansis is a unique ecological type of the Asian 
bees, Apis cerana, distributed mainly over China’s western 
Sichuan plateau. We used Illumina sequencing to obtain 
the complete mitochondrial genome of A. c. abansis and 
determined the phylogenetic relationships between A. c. 
abansis and other Apis cerana ecotypes. The mitogenome 
of  A. c. abansis contains 15,694 bps and includes 13 protein-
coding genes, 22 tRNA genes, 2 rRNA genes and 1 A+T-rich 
control region. All protein-coding genes are initiated by ATT 
or ATG codons and terminated by the typical stop codons, 
TAA or  TAG, but the start codon of the ATP8 gene (one of 
the 13 protein-coding genes) is ATC. The ML phylogenetic 
tree based on the 13 protein-coding genes showed that A. 
c. abansis formed a sister group with the Yun-Gui Plateau 
Chinese bee and the Central China Chinese bee. This study 
provides a scientific basis for the protection and breeding 
of A. c. abansis.

Key words: Apis cerana abansis; complete mitochondrial 
genome; Illumina sequencing; Phylogenetic relationships. 

ÏÎÂÍÈÉ Ì²ÒÎÕÎÍÄÐ²ÀËÜÍÈÉ ÃÅÍÎÌ 
ÁÄÆÎËÈ ÌÅÄÎÍÎÑÍÎ¯, APIS CERANA ABANSIS 
(INSECTA: HYMENOPTERA: APIDAE), ÙÎ 
ÆÈÂÅ Â ÄÓÏËÀÕ

Apis cerana abansis – öå óí³êàëüíèé åêîëîã³÷íèé âèä
ñõ³äíèõ áäæ³ë, Apis cerana, ÿê³ â îñíîâíîìó ïîøè-
ðåí³ â çàõ³äí³é ÷àñòèí³ Ñè÷óàíñüêî¿ çàïàäèíè Êè-
òàþ. Ìè âèêîðèñòàëè ìåòîä ñåêâåíóâàííÿ Illumina 
äëÿ îòðèìàííÿ ïîâíîãî ì³òîõîíäð³àëüíîãî ãåíîìó 
A. c. abansis ³ âñòàíîâèëè ô³ëîãåíåòè÷í³ â³äíîñèíè 
ì³æ A. c. abansis òà ³íøèìè åêîòèïàìè Apis cerana. 
Ì³òîãåíîì A. c. abansis ì³ñòèòü 15 694 ï.í. ³ îõîï-
ëþº 13 ïðîòå¿í-êîäóþ÷èõ ãåí³â, 22 òÐÍÊ ãåí³â, 
2 ðÐÍÊ ãåí³â ³ 1 êîíòðîëüíó ä³ëÿíêó, áàãàòó íà 
A+T. Âñ³ ïðîòå¿í-êîäóþ÷³ ãåíè ³í³ö³éîâàí³ ATT 
àáî ATG êîäîíàìè ³ òåðì³íîâàí³ òèïîâèìè ñòîï-

êîäîíàìè, TAA àáî TAG, àëå ñòàðòîâèé êîäîí 
ãåíó ATP8 (îäíîãî ç 13 ïðîòå¿í-êîäóþ÷èõ ãåí³â) –
öå ATC. Ô³ëîãåíåòè÷íå äåðåâî ML íà îñíîâ³ 13 
ïðîòå¿í-êîäóþ÷èõ ãåí³â ïîêàçàëî, ùî A. c. abansis 
ñôîðìóâàëè ñåñòðèíñüêó ãðóïó ç êèòàéñüêèìè áäæî-
ëàìè Þíüíàíü-Ãóé÷æîóñüêîãî ïëàòî ³ êèòàéñüêèìè 
áäæîëàìè Öåíòðàëüíîãî Êèòàþ. Öå äîñë³äæåííÿ íà-
äàº íàóêîâå îá´ðóíòóâàííÿ äëÿ çàõèñòó òà ðîçâåäåí-
íÿ A. c. abansis.

Êëþ÷îâ³ ñëîâà: Apis cerana abansis; ïîâíèé ì³òîõîíä-
ð³àëüíèé ãåíîì; ñåêâåíóâàííÿ Illumina; ô³ëîãåíå-
òè÷í³ â³äíîñèíè.
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