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Genic codominant multiallelic markers are essential to
identify the genetic variation, population diversity and
evolutionary history of a species. Soybean (Glycine max) is
a major legume crop having importance in both a protein-
rich pulse as well as a high recovery oilseed crop. To date,
no genome-wide genic SSR markers have been elucidated in
this crop of high importance. This article aims to identify and
validate regulatory gene-derived SSR markers in soybean.
The coding sequences of Glycine max were downloaded
from PlantTFDB and used for the identification, followed
by the localization of SSRs by using a Perl 5 script (MISA,
MIlcroSAtellite identification tool). The flanking primers
to SSRs were designed and chromosomal distribution and
Gene ontology searches were performed using BLAST2GO.
Twenty random SSR markers were validated to check
cross-species transferability and genetic diversity study was
performed. A set of 1138 simple sequence repeat markers
from transcription factor coding genes were designed and
designated as TF-derived SSR markers. They were anchored
on 20 G. max chromosomes, and the SSR motif frequency was
one per 4.64 kb. Trinucleotide repeats were found abundant
and tetra, as well as pentanucleotide frequency, was least in
soybean. Gene Ontology search revealed the diverse role of
SSR-containing TFs in soybean. Eight soybean accessions
were analyzed for identified twenty candidates for genic SSR
diversification, and a principal co-ordinate analysis, a genic
dissimilarity-based unweighted neighbour-joining tree, was
constructed. Our findings will serve as a potential functional
marker resource for marker-assisted selection and genomic
characterization of soybean.

Keywords: Transcription Factor (TFs), SSR, Genic Marker,
Gene Ontology, Genetic Diversity.
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IIEHTUDIKALLISA 1 BAJTIJIALIS
BHYTPIITHbOBUIOBOT TTEPEHOCUMOCTI
3ATAJIBHOTEHOMHUX ®YHKIIOHAJTBHUX
SSR MAPKEPIB VY GLYCINE MAX

I'eHHI KOOOMiHAHTHI MyJIbTHAJIEJIbHI MapKepy HaJI3BU-
YaiiHO BaXJIMBi ISl imeHTUikalii reHeTUYHOoi Bapi-
aTUBHOCTI, PI3HOMAHITHOCTI IOMYJISILIiI Ta €BOJIOLIii-
Hoi ictopii Buay. Cos (Glycine max) — 1e OCHOBHa
pociiMHa 3 poauHU 000O0BUX, BaXKJIMBICTH SIKOI MOJISI-
ra€ B TOMy, LIO BOHa € i 3¢pHOOOOOBOIO POCIMHOIO,
Gararoro Ha OUTKM, i MACJISTHUCTOIO KYJIbTYPOIO 3 BHUCO-
KUM BuxomoMm oJjii. Hapasi y wiii Hag3Bu4yailHO Bax-
JIUBiN POCIWHI He OYyJIO BUSBJIEHO XOAHUX 3arajibHO-
reHomMHux reHHux SSR MapxkepiB. Merta wmiei craTTi
nojsrae B ineHTU(ikalil Ta Badigalii peryJsaTOpHUX
reaHnx SSR mapkepiB y coi. Komyroui mociaimoBHOCTI
Glycine max Oyno 3aBaHTaxkeHo 3 PlantTFDB i Bu-
KOpUCTAaHO JJIg imeHTUdiKalii, Ticas dYoro OyJo
npoBeAeHO Jokaiizauiro SSR mapkepiB 3a BUKOpUC-
taHHg ckpunty Perl 5 (MISA, incTpymMeHT imeHTHI-
Kauii MikpocateniTiB). byyno po3pobjeHo ¢iaHKyoUi
mpaiiMepn mig SSR i BUKOHAHO TOIIYK XPOMOCOM-
HOTO pO3MOIiTly Ta OHTOJIOr TeHY 3a J0MOMOIOI0
BLAST2GO. [IBamusars panmomizoBaHux SSR mapxke-
piB OyJ0 BaJlifoBaHO MJis IEPeBipKM MEPEHOCHUMOCTIi
MiX BUJAMU Ta TPOBEIEHHS AOCTIIKEHHSI T€HETUYHOI
pisHoMaHiTHOCTi. HabGip i3 1138 mapkepiB mpocTux
TTOBTOPIOBAHUX TIOCJIZIOBHOCTEN i3 TEHIiB KOMyBaHHS
daxTopy TpaHCKpMUIILii OyJI0O CTBOPEHO i BU3HAUEHO B
skocti SSR mapkepiB, orpumanmx 3a gornomororo DT.
Bonu Oymm 3adikcoBani Ha 20 G. max Xpomocomax,
i uvactora MotuBy SSR cranoBmia 1 Ha 4,64 KO.
byno BUSIBIEHO BeIMKY KiJIbKICTh TPUHYKJICOTUIHUX
MOBTOPiB, a 4YacToTa TeTpa- 1 MNEHTaHYKJICOTUIHUX
MoBTOpPiB y coi Oyjna HaikimeHuuoro. Iloiyk oHToJOri1
TreHy TpoaeMOHCTpyBaB pi3Hi poji DT, mo mictuam
SSR, y coi. BiciMm i305TiB coi Oysi0o MpoaHaTizoBaHO
1IOJ0 ABAALATU iAeHTU(IKOBAHMX KaHAUAATIB Ha T'eH-
Hy nmuBepcudikamito SSR, Oymo mpoBemeHO aHai3
OCHOBHMX KOOPIMHAT i IMOOYIOBaHO [epeBO He3Ba-
JKEHMM METOAOM MPUEIHAHHS CYCiiB Ha OCHOBI
reHHoi BigMiHHOCTI. Hamui pesynbTaTu ClIyryBaTUMYTh
MOTEHUIHUM pecypcoM (PYHKIIOHAJTbHUX MapKepiB
IJISI MapKep-aCMCTOBAHOI CeJIeKllil Ta T€HOMHOI Xxa-
PaKTepUCTUKHU COI.

Karouoei caosa: daxrop tpanckpumniii (PT), SSR, reH-
HUII MapKep, OHTOJIOTISI TeHy, TeHEeTUYHa pi3HOMa-
HITHICTb.
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