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Role of chromosomal structural rearrangements in creation 
of variability has been discussed widely over the years. 
During the past decade, advances in plant genome 
sequencing and bioinformatics tools led to the detection of 
more complex types of chromosome rearrangements that 
arise due to a single catastrophic event. Chromoanagenesis 
is the term used to describe these catastrophic events and 
it was initially found in cancer cells, and subsequently 
observed in a variety of other systems, including plants. 
Chromoanagenesis is induced by different interconnected 
mechanisms like micronucleation, breakage-fusion-bridge 
(BFB) cycles, and closed chain translocation. In this review 
we discuss the genesis, types, features, mechanisms and 
role of chromoanagenesis in plants for crop improvement 
and evolution. 

Key words: Chromosomes, Chromoanagenesis, Micronuc-
leus, Chromosome rearrangement.

ÕÐÎÌÎÀÍÀÃÅÍÅÇ Ó ÐÎÑËÈÍÀÕ 
ÄËß ÏÎË²ÏØÅÍÍß ÒÀ ÅÂÎËÞÖ²¯ 
Ñ²ËÜÑÜÊÎÃÎÑÏÎÄÀÐÑÜÊÈÕ ÊÓËÜÒÓÐ

Ðîëü õðîìîñîìíèõ ñòðóêòóðíèõ ïåðåáóäîâ ó ñòâî-
ðåíí³ ì³íëèâîñò³ øèðîêî îáãîâîðþºòüñÿ âïðîäîâæ 
áàãàòüîõ ðîê³â. Óïðîäîâæ îñòàííüîãî äåñÿòèë³òòÿ 
ïðîãðåñ ó ðîçðîáö³ ³íñòðóìåíò³â äëÿ ñåêâåíóâàííÿ 
ãåíîìó ðîñëèí òà á³î³íôîðìàòèêè ïðèâ³â äî âèÿâ-
ëåííÿ á³ëüø ñêëàäíèõ òèï³â õðîìîñîìíèõ ïåðåáó-
äîâ, ÿê³ âèíèêàþòü âíàñë³äîê îäí³º¿ êàòàñòðîô³÷íî¿ 
ïîä³¿. Õðîìîàíàãåíåç – öå òåðì³í, ÿêèé âèêîðèñ-
òîâóºòüñÿ äëÿ îïèñó öèõ êàòàñòðîô³÷íèõ ïîä³é; 
ñïî÷àòêó â³í áóâ âèÿâëåíèé â ðàêîâèõ êë³òèíàõ, à 
çãîäîì ñïîñòåð³ãàâñÿ â áàãàòüîõ ³íøèõ ñèñòåìàõ, çî-
êðåìà, â ðîñëèíàõ. Õðîìîàíàãåíåç ³íäóêóºòüñÿ ð³ç-
íèìè âçàºìîïîâ’ÿçàíèìè ìåõàí³çìàìè, òàêèìè ÿê 

ì³êðîíóêëåàö³ÿ, öèêëè ðîçðèâó-çëèòòÿ-ì³ñòêà (BFB) 
³ òðàíñëîêàö³ÿ çàìêíåíî¿ ÷àñòèíè ëàíöþæêà. Ó 
öüîìó îãëÿä³ ìè îáãîâîðþºìî ãåíåçèñ, òèïè, îñîá-
ëèâîñò³, ìåõàí³çìè òà ðîëü õðîìîàíàãåíåçó â ðîñ-
ëèíàõ äëÿ ïîë³ïøåííÿ òà åâîëþö³¿ ñ³ëüñüêîãîñïî-
äàðñüêèõ êóëüòóð.

Êëþ÷îâ³ ñëîâà: õðîìîñîìè, õðîìîàíàãåíåç, ì³êðî-
ÿäðî, ïåðåáóäîâà õðîìîñîì.
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