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Genetic diversity and population structure of two popula-
tions of  Hyla savignyi in Southern Anatolia (�skenderun; 
Hatay and Bozova; �anl�urfa) were evaluated using twelve 
microsatellite loci. The alleles per locus ranged from 3 (Ha-
B5R3) to 15 (Ha-T67) for �skenderun (Hatay) and ranged 
from 2 (Ha-B5R3) to 17 (Ha-T67) for Bozova (�anl�urfa). 
The mean number of private alleles was found to be 2.5 
and 1.83 for �skenderun (Hatay) and Bozova (�anl�urfa), 
respectively. Genetic diversity parameters are nearly the 
same for the two localities. All two populations of H. savi-
gnyi showed no significant excess heterozygosity (p > 0.05) 
according to three bottleneck test models (IAM, SMM, and 
TPM) (Table 4). The SMM and TPM found significant 
heterozygosity deficiency in the �skenderun (Hatay) popula-
tion and the Bozova (�anl�urfa) population according to the 
SMM model. According to Structure analysis, two distinct 
clusters exist in Southern Türkiye. Previous researchers in 
H. savignyi mention cryptic speciation and the occurrence 
of two lineages in the Middle East. This study is the first 
population genetic study that revealed genetic differences 
and similarities between these two lineages. 

Key words: microsatellite, Anatolia, cryptic species, Hyla sa-
vignyi, population genetic

ÃÅÍÅÒÈ×ÍÀ ÑÒÐÓÊÒÓÐÀ ÒÀ ÄÈÔÅÐÅÍÖ²ÀÖ²ß 
HYLA SAVIGNYI Ç ÏÎÏÓËßÖ²¯ 
Â Ï²ÂÄÅÍÍ²É ÀÍÀÒÎË²¯

Ãåíåòè÷íå ð³çíîìàí³òòÿ òà ïîïóëÿö³éíó ñòðóêòóðó 
äâîõ ïîïóëÿö³é Hyla savignyi ó ï³âäåíí³é Àíàòîë³¿ 
(²ñêåíäåðóí; Õàòàé òà Áîçîâà; Øàíëèóðôà) îö³íþ-
âàëè çà äîïîìîãîþ äâàíàäöÿòè ì³êðîñàòåë³òíèõ 
ëîêóñ³â. Ê³ëüê³ñòü àëåë³â íà ëîêóñ âàð³þâàëà â³ä 3 
(Ha-B5R3) äî 15 (Ha-T67) äëÿ ²ñêåíäåðóí (Õàòàé) 
³ â³ä 2 (Ha-B5R3) äî 17 (Ha-T67) äëÿ Áîçîâà 
(Øàíëèóðôà). Ñåðåäíÿ ê³ëüê³ñòü îêðåìèõ àëåë³â ñòà-
íîâèëà 2,5 ³ 1,83 äëÿ ²ñêåíäåðóí (Õàòàé) ³ Áîçî-
âà (Øàíëèóðôà), â³äïîâ³äíî. Ïàðàìåòðè ãåíåòè÷-
íîãî ð³çíîìàí³òòÿ ìàéæå îäíàêîâ³ äëÿ îáîõ ì³ñöå-
çíàõîäæåíü. Îáèäâ³ ïîïóëÿö³¿ H. savignyi íå ïî-

êàçàëè çíà÷íîãî íàäëèøêó ãåòåðîçèãîòíîñò³ (p > 
> 0,05) çã³äíî ç òðüîìà ìîäåëÿìè òåñòóâàííÿ åòàïó 
âêðàé íèçüêî¿ ÷èñåëüíîñò³ ïîïóëÿö³¿ (IAM, SMM 
³ TPM) (òàáë. 4). SMM ³ TPM âèÿâèëè çíà÷íèé 
äåô³öèò ãåòåðîçèãîòíîñò³ â ïîïóëÿö³¿ ²ñêåíäåðóí 
(Õàòàé) ³ â ïîïóëÿö³¿ Áîçîâà (Øàíëèóðôà) â³äïî-
â³äíî äî ìîäåë³ SMM. Çã³äíî ç³ ñòðóêòóðíèì àíà-
ë³çîì, ó Ï³âäåíí³é Òóðå÷÷èí³ º äâà ÷³òêèõ êëàñòå-
ðè. Ïîïåðåäí³ äîñë³äíèêè H. savignyi çãàäóþòü ïðî 
çàãàäêîâå âèäîóòâîðåííÿ ³ ïîÿâó äâîõ ë³í³é íà 
Áëèçüêîìó Ñõîä³. Öå ïåðøå ïîïóëÿö³éíî-ãåíåòè÷íå 
äîñë³äæåííÿ, ÿêå âèÿâèëî ãåíåòè÷í³ â³äì³ííîñò³ òà 
ïîä³áíîñò³ ì³æ öèìè äâîìà ë³í³ÿìè.

Êëþ÷îâ³ ñëîâà: ì³êðîñóïóòíèê, Àíàòîë³ÿ, êðèïòè÷-
íèé âèä, Hyla savignyi, ïîïóëÿö³éíî-ãåíåòè÷íèé.
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