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GENETIC STRUCTURE

AND DIFFERENTIATION OF HYLA
SAVIGNYI FROM THE SOUTHERN
POPULATION IN ANATOLIA
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Genetic diversity and population structure of two popula-
tions of Hyla savignyi in Southern Anatolia (Iskenderun;
Hatay and Bozova; Sanlurfa) were evaluated using twelve
microsatellite loci. The alleles per locus ranged from 3 (Ha-
B5R3) to 15 (Ha-T67) for Iskenderun (Hatay) and ranged
from 2 (Ha-B5R3) to 17 (Ha-T67) for Bozova (Sanhurfa).
The mean number of private alleles was found to be 2.5
and 1.83 for Iskenderun (Hatay) and Bozova (Sanhurfa),
respectively. Genetic diversity parameters are nearly the
same for the two localities. All two populations of H. savi-
gnyi showed no significant excess heterozygosity (p > 0.05)
according to three bottleneck test models (IAM, SMM, and
TPM) (Table 4). The SMM and TPM found significant
heterozygosity deficiency in the Iskenderun (Hatay) popula-
tion and the Bozova (Sanlurfa) population according to the
SMM model. According to Structure analysis, two distinct
clusters exist in Southern Tiirkiye. Previous researchers in
H. savignyi mention cryptic speciation and the occurrence
of two lineages in the Middle East. This study is the first
population genetic study that revealed genetic differences
and similarities between these two lineages.

Key words: microsatellite, Anatolia, cryptic species, Hyla sa-
vignyi, population genetic

T’EHETHUYHA CTPYKTYPA TA JU®EPEHLIALIA
HYLA SAVIGNYI 3 OnyJIALIT
B NNIBJAEHHIN AHATOJIII

I'eHeTuyHe pPI3HOMAHITTS Ta MOIYJSLIAHY CTPYKTYpYy
nBoX momynsuiit Hyla savignyi y miBneHHiit AHaroutii
(IcxkennepyH; Xartail Ta bo3oBa; Illannuypda) ouiHio-
BaJIM 3a [JIOMIOMOIrOI0 ABAaHAALSITU MiKpOCATEeTiTHUX
JokyciB. KibKicTh ajiefliB Ha JIOKyC BapitoBajia Bif 3
(Ha-B5R3) no 15 (Ha-T67) nna IckenaepyH (Xaraii)
i Bim 2 (Ha-B5R3) mo 17 (Ha-T67) nmis bozoa
(Ianmmnypda). CepenHst KiJIbKICTh OKpEeMMX aJleNliB CTa-
HoBwna 2,5 i 1,83 mna IckengepyH (Xarait) i bozo-
Ba (Ianmmypda), BimmosimHo. I[lapameTpm reHeTHd-
HOTO pi3HOMAHITTSI MaifXke OIHAKOBi MJsI 000X Micle-
3HaxomkeHb., OOwumBi Tromynsauii H. savignyi He TO-
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KazaJii 3HAYHOTO HAIJIMILIKY TeTepO3UTOTHOCTI (p >
> 0,05) 3rigHO 3 TphOMA MOMEISIMU TECTYBAaHHS E€TaITy
BKpaii HM3bKOI umcenbHOCTI momymsamii (IAM, SMM
i TPM) (tabn. 4). SMM i TPM BusBuiau 3HaAYHU
ne@IiUUT reTepo3uroTHOCTI B momyJssuii IckeHmepyH
(Xarait) i B momynsiii bozosa (Ilannuypda) Bimmo-
BinHO 1m0 Moneni SMM. 3rigHo 3i CTpYKTYpHUM aHa-
nizoMm, y IliBmeHHiit TypeyyuHi € ABa UYiTKMX KJacTe-
pu. IlonmepenHi mocninHuku H. savignyi 3ragyloTh Mpo
3arajkoBe BUJIOYTBOPEHHSI 1 IIOSIBY ABOX JIiHIfE Ha
bnusbkomy Cxopi. Lle mepiire momymsuiiiHO-reHeTUYHe
NOCHIIXEHHS, sIKe BUSIBUJIO T€HETUYHI BIIMIiHHOCTI Ta
MOIiOHOCTI MiX IIMMH ABOMaA JIiHISIMH.

Karouogi caosa: MiKpOCYITyTHUK, AHATOJISI, KPUIITHI-
Huit Bua, Hyla savignyi, momynsiiiiitHO-TeHETUIHUIA.
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