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Apis laboriosa Smith is the largest bee in the genus Apis,
and it is mainly distributed in Yunnan and Tibet regions
in China. In this study, two complete mitogenomes of A.
laboriosa from Luding and Dehong were obtained through
Illumina sequencing, and the phylogenetic relationship
among different geographical populations of A. laboriosa
was determined. The entire mitogenomes of A. laboriosa
are 15,546 (Luding) and 15,239 (Dehong) bp in length,
respectively. The A. laboriosa mitogenome contains 13
protein-coding genes (PCGs), 22 tRNA genes, 2 rRNA
genes, and a control region rich in A + T. The maximum
likelihood phylogenetic tree using 13 PCGs reveals that A.
laboriosa from Dehong and Shangri-La clustered together
and form a sister taxon to Luding. This study provides
data for an in-depth exploration of the genetic diversity
of A. laboriosa and layes a scientific foundation for the
conservation of this species.

Key words: Apis laboriosa Smith, complete mitogenome,
phylogenetic relationship.

TMMOPIBHAJIbHUU AHAJII3 TTIOBHOTO
MITOXOHAPIAJIBHOI'O TEHOMA APIS
LABORIOSA (INSECTA: HYMENOPTERA:
APIDAE)

Apis laboriosa Smith — 1e HaiGinba 6a%ojia 3 po-
ny Apis, B OCHOBHOMY MOIIMPEHa B KUTAHChKUX pa-
itonax FOHpHaHb i Tuber. Y 1LIbOMY HOCTIIKEHHI 3a
IIOTIOMOTOI0 CceKBeHyBaHHS Illumina Oyno oTpmMaHO
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IBa TIOBHUX MiToreHOoMHU A. laboriosa 3 JlymuHry W
JexoHry i BU3HaueHO (DiJIOTeHEeTUYHi BITHOCUHMU MiX
pisHUMU TeorpadiyHUMU TionyasuisMu A. laboriosa.
JloBxXuHa MOBHUX MiTOoreHOMIB A. laboriosa cTaHOBUTH
15 546 (JIynuur) i 15 239 (JlexoHr) map HYKJICOTHIIB,
BignosinHo. MitoreHoM A. laboriosa micTuTh 13 GiLI0K-
konytouux reHiB (PCGs), 22 reniB TPHK, 2 renu
pPHK i xoHTponbHuii perioH, 6aratuit Ha A + T.
®dinoreHeTHYHE JAEPEBO MaKCUMAJIBHOI BipOTiTHOCTI 3a
BukopuctanHsa 13 PCGs gemoHcTpye, 1o A. laboriosa
3 Jlexonry i lanrpi-Jla nepedyBaroTh B OMTHOMY Kjac-
Tepi i (OPMYIOTh TaKCOH, CeCTpUHCHKUIT A0 JlymuHry.
Ile mociimkeHHS Haga€ HaHi U1 TJIMOOKOTO BUBYEHHS
TEHETUYHOTO Pi3HOMAHITTS A. laboriosa i 3aKyiagae Hay-
KOBi nepeayMOBHU 115l 30€pEXKEHHS LIbOTO BUILY.

Karouosi caosa: Apis laboriosa Smith, moBHUI MiTore-
HOM, (biJIOT€HETUYHI BiTHOCUHMU.
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