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Apis laboriosa Smith is the largest bee in the genus Apis, 
and it is mainly distributed in Yunnan and Tibet regions 
in China. In this study, two complete mitogenomes of A. 
laboriosa from Luding and Dehong were obtained through 
Illumina sequencing, and the phylogenetic relationship 
among different geographical populations of A. laboriosa 
was determined. The entire mitogenomes of A. laboriosa 
are 15,546 (Luding) and 15,239 (Dehong) bp in length, 
respectively. The A. laboriosa mitogenome contains 13 
protein-coding genes (PCGs), 22 tRNA genes, 2 rRNA 
genes, and a control region rich in A + T. The maximum 
likelihood phylogenetic tree using 13 PCGs reveals that A. 
laboriosa from Dehong and Shangri-La clustered together 
and form a sister taxon to Luding. This study provides 
data for an in-depth exploration of the genetic diversity 
of A. laboriosa and layes a scientific foundation for the 
conservation of this species.

Key words: Apis laboriosa Smith, complete mitogenome, 
phylogenetic relationship.
ÏÎÐ²ÂÍßËÜÍÈÉ ÀÍÀË²Ç ÏÎÂÍÎÃÎ 
Ì²ÒÎÕÎÍÄÐ²ÀËÜÍÎÃÎ ÃÅÍÎÌÀ APIS 
LABORIOSA (INSECTA: HYMENOPTERA: 
APIDAE)
Apis laboriosa Smith – öå íàéá³ëüøà áäæîëà ç ðî-
äó Apis, â îñíîâíîìó ïîøèðåíà â êèòàéñüêèõ ðà-
éîíàõ Þíüíàíü ³ Òèáåò. Ó öüîìó äîñë³äæåíí³ çà 
äîïîìîãîþ ñåêâåíóâàííÿ Illumina áóëî îòðèìàíî 

äâà ïîâíèõ ì³òîãåíîìè A. laboriosa ç Ëóäèíãó é 
Äåõîíãó ³ âèçíà÷åíî ô³ëîãåíåòè÷í³ â³äíîñèíè ì³æ 
ð³çíèìè ãåîãðàô³÷íèìè ïîïóëÿö³ÿìè A. laboriosa. 
Äîâæèíà ïîâíèõ ì³òîãåíîì³â A. laboriosa ñòàíîâèòü 
15 546 (Ëóäèíã) ³ 15 239 (Äåõîíã) ïàð íóêëåîòèä³â, 
â³äïîâ³äíî. Ì³òîãåíîì A. laboriosa ì³ñòèòü 13 á³ëîê-
êîäóþ÷èõ ãåí³â (PCGs), 22 ãåí³â òÐÍÊ, 2 ãåíè 
ðÐÍÊ ³ êîíòðîëüíèé ðåã³îí, áàãàòèé íà A + T. 
Ô³ëîãåíåòè÷íå äåðåâî ìàêñèìàëüíî¿ â³ðîã³äíîñò³ çà 
âèêîðèñòàííÿ 13 PCGs äåìîíñòðóº, ùî A. laboriosa
ç Äåõîíãó ³ Øàíãð³-Ëà ïåðåáóâàþòü â îäíîìó êëàñ-
òåð³ ³ ôîðìóþòü òàêñîí, ñåñòðèíñüêèé äî Ëóäèíãó. 
Öå äîñë³äæåííÿ íàäàº äàí³ äëÿ ãëèáîêîãî âèâ÷åííÿ 
ãåíåòè÷íîãî ð³çíîìàí³òòÿ A. laboriosa ³ çàêëàäàº íàó-
êîâ³ ïåðåäóìîâè äëÿ çáåðåæåííÿ öüîãî âèäó.

Êëþ÷îâ³ ñëîâà: Apis laboriosa Smith, ïîâíèé ì³òîãå-
íîì, ô³ëîãåíåòè÷í³ â³äíîñèíè.
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