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The article’s aims are to be a comprehensive explora-
tion of factors influencing seed longevity, emphasizing the
importance of seed viability for future plant generations,
biodiversity conservation, and agricultural productivity. It
covers topics related to seed biology, storage conditions,
the impact of reactive oxygen species (ROS) and reactive
nitrogen species (RNS), the role of seed-associated micro-
biomes, DNA damage, genetic factors affecting longevity,
and the intricate processes involved in seed germination. The
discrepancies between artificially aged seeds and those aged
naturally in ambient and long-term genebank conditions
are discussed, underlining the importance of studying long-
term stored seeds to identify genetic markers associated with
seed longevity accurately and highlighting the application
of genome-wide association studies (GWAS) in uncovering
genetic factors.
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PO3KPUTTA JUHAMIKHA
JOBI'OBIYHOCTI HACIHHA:
BI1 CTAHY CITOKOIO A0 IMTPOPOCTAHHA

MeTo1o0 cTarTi € BcebiuHe MOCHiIKeHHsS (PaKTopiB, 110
BIUIMBAIOTh Ha JOBTOBIYHICTh HACiHHS, 3 aKLIECHTOM Ha
BaXKJIMBOCTI JKUTTE3AATHOCTI HACiHHSA [JI1 MalOyTHiX
MOKOJIiIHb POCJIMH, 30epekeHHs OiOpi3HOMAHITTS Ta
MPOAYKTUBHOCTI CUTBCBKOTO rocnomapcTsa. Y Hill po3-
MISIIAI0ThCS TeMM, TIOB’sI3aHi 3 0i0JIori€l0 HaciHHS,
yMOBaMM 30epiraHHsi, BIJIMBOM aKTUBHUX (hOPM KHC-
Hi0o (ROS) ta aktuBHux ¢dopm azory (RNS), pomro
MiKpo0OioMiB, TOB’I3aHMX i3 HACIiHHSM, MOIIKOMXKEH-
Ham JIHK, reHetmuHumu pakropamu, 110 BIUIMBAIOTh
Ha JOBTOBiYHICTb, Ta CKJIQAHUMM MpoLEcaMu, 110 Bil-
OyBalOTbCA ITiJ Yac MPOpPOCTaHHS HaciHHg. OOroso-
PIOIOThCS PO30IKHOCTI MiX LITYYHO 3iCTapeHWM HaCiH-
HSIM Ta THM, IO TPUPOTHO CTapi€ B YMOBax HaB-
KOJIUIITHBOTO CEpeloBUIlla Ta JTOBrOCTPOKOBOIO 30epi-
raHHg B T€HHUX OaHKax, MiAKPECTIOIUM BaXJIMBICThb
BUBYEHHSI HACiHHS, 110 30epira€TbCs BIPOJOBX TpHU-
BaJIOTO 4acy, IJisg TOYHOI imeHTHdikallii TeHeTUUHUX
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MapKepiB, MOB’SI3aHUX i3 JOBrOBIYHICTIO HACiHHSI, Ta
BUCBITJIEHHSI 3aCTOCYBAaHHSI TOBHOT€HOMHMX acollia-
TUBHUX HociimkeHb (GWAS) mjia BUSBICHHS TeHETUY-
Hux (akTopi..

Karouoei caoea: nOBropiuHicTh, HaCiHHS, IITYYHO BUK-
JINKaHe ¥ TIPUPOITHE CTapiHHS.
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