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The article‘s aims are to be a comprehensive explora-
tion of factors influencing seed longevity, emphasizing the 
importance of seed viability for future plant generations, 
biodiversity conservation, and agricultural productivity. It 
covers topics related to seed biology, storage conditions, 
the impact of reactive oxygen species (ROS) and reactive 
nitrogen species (RNS), the role of seed-associated micro-
biomes, DNA damage, genetic factors affecting longevity, 
and the intricate processes involved in seed germination. The 
discrepancies between artificially aged seeds and those aged 
naturally in ambient and long-term genebank conditions 
are discussed, underlining the importance of studying long-
term stored seeds to identify genetic markers associated with 
seed longevity accurately and highlighting the application 
of genome-wide association studies (GWAS) in uncovering 
genetic factors. 
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ÐÎÇÊÐÈÒÒß ÄÈÍÀÌ²ÊÈ 
ÄÎÂÃÎÂ²×ÍÎÑÒ² ÍÀÑ²ÍÍß: 
Â²Ä ÑÒÀÍÓ ÑÏÎÊÎÞ ÄÎ ÏÐÎÐÎÑÒÀÍÍß

Ìåòîþ ñòàòò³ º âñåá³÷íå äîñë³äæåííÿ ôàêòîð³â, ùî 
âïëèâàþòü íà äîâãîâ³÷í³ñòü íàñ³ííÿ, ç àêöåíòîì íà 
âàæëèâîñò³ æèòòºçäàòíîñò³ íàñ³ííÿ äëÿ ìàéáóòí³õ 
ïîêîë³íü ðîñëèí, çáåðåæåííÿ á³îð³çíîìàí³òòÿ òà
ïðîäóêòèâíîñò³ ñ³ëüñüêîãî ãîñïîäàðñòâà. Ó í³é ðîç-
ãëÿäàþòüñÿ òåìè, ïîâ’ÿçàí³ ç á³îëîã³ºþ íàñ³ííÿ, 
óìîâàìè çáåð³ãàííÿ, âïëèâîì àêòèâíèõ ôîðì êèñ-
íþ (ROS) òà àêòèâíèõ ôîðì àçîòó (RNS), ðîëëþ
ì³êðîá³îì³â, ïîâ’ÿçàíèõ ³ç íàñ³ííÿì, ïîøêîäæåí-
íÿì ÄÍÊ, ãåíåòè÷íèìè ôàêòîðàìè, ùî âïëèâàþòü 
íà äîâãîâ³÷í³ñòü, òà ñêëàäíèìè ïðîöåñàìè, ùî â³ä-
áóâàþòüñÿ ï³ä ÷àñ ïðîðîñòàííÿ íàñ³ííÿ. Îáãîâî-
ðþþòüñÿ ðîçá³æíîñò³ ì³æ øòó÷íî ç³ñòàðåíèì íàñ³í-
íÿì òà òèì, ùî ïðèðîäíî ñòàð³º â óìîâàõ íàâ-
êîëèøíüîãî ñåðåäîâèùà òà äîâãîñòðîêîâîãî çáåð³-
ãàííÿ â ãåííèõ áàíêàõ, ï³äêðåñëþþ÷è âàæëèâ³ñòü 
âèâ÷åííÿ íàñ³ííÿ, ùî çáåð³ãàºòüñÿ âïðîäîâæ òðè-
âàëîãî ÷àñó, äëÿ òî÷íî¿ ³äåíòèô³êàö³¿ ãåíåòè÷íèõ 

ìàðêåð³â, ïîâ’ÿçàíèõ ³ç äîâãîâ³÷í³ñòþ íàñ³ííÿ, òà
âèñâ³òëåííÿ çàñòîñóâàííÿ ïîâíîãåíîìíèõ àñîö³à-
òèâíèõ äîñë³äæåíü (GWAS) äëÿ âèÿâëåííÿ ãåíåòè÷-
íèõ ôàêòîð³â.

Êëþ÷îâ³ ñëîâà: äîâãîâ³÷í³ñòü, íàñ³ííÿ, øòó÷íî âèê-
ëèêàíå é ïðèðîäíå ñòàð³ííÿ.
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