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Chromosome counts were examined for 18 populations of 4 
species of the genus Hypericum in the Western Himalayas 
(India). The chromosome numbers n = 8, 9 for H. dyeri 
and n = 16 for H. japonicum, respectively add new diploid 
and tetraploid cytotypes for these species. Whereas, n =
= 8 in H.  elodeoides  and H. japonicum; as well as n =
= 7, 8, 16 in H. perforatum were reported for the first time 
from the Indian region. The base chromosome numbers in 
the genus make a descending series (x = 7, 8, 9, 10, 12) 
with the most common ones as x = 8, 9, whereas x = 8 
is considered to be primarily evolved. The genus displays 
33.3 % polyploidy with 14 species each depicting euploidy 
and aneuploidy. Further, analyses of these polyploids suggest 
a high percentage of tetraploids that are geographically 
concentrated along the Northern Hemisphere in Europe. 
From the quantitative analysis of chromosome numbers, 
ICNH is calculated to be 22.7 indicating high variability 
among chromosome numbers. The revision of base 
chromosome numbers, an assessment of polyploids and 
their geographical distribution in the genus along with 
intraspecific genetic variability among the populations of 
the species were discussed.

Key words: chromosome numbers, diversity, Hypericum, 
ICNH, polyploids.

Ð²ÇÍÎÌÀÍ²ÒÍ²ÑÒÜ Ê²ËÜÊÎÑÒ² 
ÕÐÎÌÎÑÎÌ ² ÏÎØÈÐÅÍÍß ÏÎË²ÏËÎ¯Ä²Â 
Ó ÐÎÄ² HYPERICUM L.

Áóëî äîñë³äæåíî ê³ëüê³ñòü õðîìîñîì ó 18 ïîïóëÿö³ÿõ 
4 âèä³â ðîäó Hypericum ó Çàõ³äíèõ Ã³ìàëàÿõ (²íä³ÿ). 

Ê³ëüê³ñòü õðîìîñîì n = 8, 9 äëÿ H. dyeri òà n = 16 
äëÿ H. japonicum, â³äïîâ³äíî, äîäàº íîâ³ äèïëî¿äí³ 
òà òåòðàïëî¿äí³ öèòîòèïè äëÿ öèõ âèä³â, òîä³ ÿê 
n = 8 ó H. elodeoides òà H. japonicum, à òàêîæ n =
= 7, 8, 16 ó H. perforatum áóëè âïåðøå çàðåºñòðîâàí³ 
â ³íä³éñüêîìó ðåã³îí³. Áàçîâà ê³ëüê³ñòü õðîìîñîì ó 
ðîä³ óòâîðþº íèçõ³äíó ñåð³þ (x = 7, 8, 9, 10, 12), 
íàéïîøèðåí³øèìè º x = 8, 9, òîä³ ÿê x = 8 ââàæàºòü-
ñÿ ðîçâèíåíèì ïåðâèííî. Ð³ä äåìîíñòðóº 33,3 % 
ïîë³ïëî¿ä³¿ ç 14 âèäàìè, êîæíà ç ÿêèõ â³äîáðàæàº 
åóïëî¿ä³þ òà àíåóïëî¿ä³þ. Êð³ì òîãî, àíàë³ç öèõ 
ïîë³ïëî¿ä³â âêàçóº íà âèñîêèé â³äñîòîê òåòðàïëî¿ä³â, 
ÿê³ ãåîãðàô³÷íî çîñåðåäæåí³ â ï³âí³÷í³é ï³âêóë³, â
ªâðîï³. Çà ðåçóëüòàòàìè ê³ëüê³ñíîãî àíàë³çó ê³ëü-
êîñò³ õðîìîñîì, ³íäåêñ ãåòåðîãåííîñò³ ê³ëüêîñò³ õðî-
ìîñîì (ICNH) ðîçðàõîâàíî ÿê 22,7, ùî âêàçóº íà
âèñîêó ì³íëèâ³ñòü ö³º¿ ê³ëüêîñò³. Îáãîâîðåíî ïåðå-
ãëÿä áàçîâî¿ ê³ëüêîñò³ õðîìîñîì, îö³íêó ïîë³ïëî¿-
ä³â òà ¿õ ãåîãðàô³÷íîãî ïîøèðåííÿ â ðîä³, à òàêîæ 
âíóòð³øíüîâèäîâó ãåíåòè÷íó ì³íëèâ³ñòü ñåðåä ïî-
ïóëÿö³é âèä³â.

Êëþ÷îâ³ ñëîâà: ê³ëüê³ñòü õðîìîñîì, ð³çíîìàí³òí³ñòü, 
Hypericum, ICNH, ïîë³ïëî¿äè.
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