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Chromosome counts were examined for 18 populations of 4
species of the genus Hypericum in the Western Himalayas
(India). The chromosome numbers n = 8, 9 for H. dyeri
and n = 16 for H. japonicum, respectively add new diploid
and tetraploid cytotypes for these species. Whereas, n =
=& in H. elodeoides and H. japonicum; as well as n =
=7, 8, 16 in H. perforatum were reported for the first time
from the Indian region. The base chromosome numbers in
the genus make a descending series (x = 7, 8, 9, 10, 12)
with the most common ones as x = 8, 9, whereas x = §
is considered to be primarily evolved. The genus displays
33.3 % polyploidy with 14 species each depicting euploidy
and aneuploidy. Further, analyses of these polyploids suggest
a high percentage of tetraploids that are geographically
concentrated along the Northern Hemisphere in Europe.
From the quantitative analysis of chromosome numbers,
ICNH is calculated to be 22.7 indicating high variability
among chromosome numbers. The revision of base
chromosome numbers, an assessment of polyploids and
their geographical distribution in the genus along with
intraspecific genetic variability among the populations of
the species were discussed.

Key words: chromosome numbers, diversity, Hypericum,
ICNH, polyploids.

PIBHOMAHITHICTDb KIJIbBKOCTI
XPOMOCOM I MOIIMPEHHA MOJITIJIOIAIB
Y POAI HYPERICUM L.

Byno mocnimkeHo KinbKicTh XpoMocoM y 18 Tmomysiiisix
4 Bunis pony Hypericum y 3axinnux [imanasx (Inmist).
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Kinbkicte xpomocom n = 8, 9 mis H. dyeri Ta n = 16
miasg H. japonicum, BiamoBigHO, O0Aa€ HOBi NUILIOIAHI
Ta TETPAIUIOiNHI LMTOTUIIM IS LUMX BMIOiB, TOAi $SIK
n = 8 y H. elodeoides ta H. japonicum, a takox n =
=7,8, 16 y H. perforatum Gynu Bnepiiie 3apeecTpoBaHi
B iHAilicbKOMy peTioHi. ba3oBa KiJIbKiCTb XpOMOCOM Y
poai yTBOproe HU3XigHy cepiro (x = 7, 8, 9, 10, 12),
HaAUIMOLIMPEHIIIUMU € X = 8, 9, TOMi IK X = 8 BBAXAETh-
cs pO3BUHEHMM TMepBUHHO. Pim memoncrtpye 33,3 %
noJiroinii 3 14 Bumamu, KoXHa 3 SIKUX BigoOpaxkae
eymoifito Ta aHeyrioigito. Kpim Toro, aHamiz mux
MOJITIIOINNIB BKA3y€E Ha BUCOKMIA BiICOTOK TeTPAILIOiIiB,
sKi reorpadiyHO 30cepelXeHi B MiBHIYHIl IiBKYJi, B
€Bpomni. 3a pe3yiabTaTaMu KiJIbKiCHOIO aHajidy KiJib-
KOCTi XpOMOCOM, iHIEKC TeTePOreHHOCTI KiJIbKOCTi Xpo-
MocoMm (ICNH) pospaxoBaHo sik 22,7, 1110 BKa3ye Ha
BUCOKY MIHJIMBICTh i€l KiJIbKOCTi. OOTOBOpEeHO IIepe-
st 0a30BOi KiJIBKOCTI XPOMOCOM, OIIiHKY TMOJIIIoi-
IiB Ta iX reorpaidyHOro IOILIMPEHHS B POIi, a TaKOX
BHYTPIllIHLOBUJOBY T€HETUYHY MIiHJIMBICTb cepel I10-
MyJSILiA BUAIB.

Karouoei caoea: KinbKicTb XpOMOCOM, Pi3HOMaHITHICTb,
Hypericum, ICNH, noniruoinu.
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