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Accipiter nisus is a small to medium-sized raptor widely
distributed across Eurasia and parts of Africa. In this study,
we sequenced the complete mitochondrial genome of A.
nisus from Mianyang using the lllumina platform. We then
compared mitochondrial genome A. nisus variations across
four regions and analyzed the phylogenetic relationship of
this species within the genus Accipiter. The results indicate
that the mitochondrial genome of A. nisus from Mianyang
is 18,297 bp in length, which is smaller than those from
Qufu (18,647 bp), Yeongyang-gun (18,352 bp), and Buk-
Gu (19,417 bp). The genomes of all four individuals contain
37 genes, an A+T-rich control region, and a pseudo-control
region, with the most notable length variation occurring in
the pseudo-control region. Additionally, inconsistencies in
the usage of start and stop codons were observed in some
protein-coding genes (PCGs). Phylogenetic analysis based
on 13 PCGs and CYTB genes revealed that A. nisus is
phylogenetically related to A. gentilis. This study provides
essential genetic data and scientific evidence for A. nisus
conservation.

Key words: Accipiter nisus; complete mitochondrial genome;
Comparative analysis; Phylogenetic relationship.

MOPIBHAJIbHUM AHAJII3
MITOXOHAPIAIBHOI'O TEHOMY
ACCIPITER NISUS

Accipiter nisus — 11€ XK TITaX HEBEJIUKUX 200 cepeaHiX
pO3MipiB, IIMPOKO pO3MOBCIOMKEHUI B €EBpasii Ta
nessKux perioHax Adpuku. Y LbOMY AOCHIIKEHHI MU

© IHCTUTYT KIIITUHHOT BIOJOTII TA TEHETUYHOI
IHXEHEPII HAH YKPATHM, 2026
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CEKBEHYBAJIM ITOBHUII MITOXOHApPiaJIbHUU TeHOM A. ni-
sus 3 OKpyry MsiHbSIH 3a goromororo iargopmu Illu-
mina, MOPiBHSJIM BapiaHTU MiTOXOHIpPiaJIbHOTO F€HOMY
A. nisus i3 YOTUPHOX PETiOHIB Ta MpoaHalizyBalu (ijlo-
TeHEeTUYHi 3B’I3KU LIbOTO BUAY B MexXax pony Accipiter.
PesynbTaT TNpONEMOHCTPYBaiu, 1O MITOXOHAPiab-
HUI TeHOM A. nisus 3 OKpYyTy MsIHbSIH Ma€ NOBXUHY
18 297 mnH, 1110 MeHIe NOBXWHU T'€HOMIB 3 OKPYTiB
Loiipy (18 647 mH), Mor’stu (18 352 mH) Ta Byk-Ty
(19 417 nH). 'eHOMU BCiX YOTMPHOX OCOOMH MiCTSITh
37 reHiB, KOHTpOJIbHY HiNSHKY, Oaraty Ha A+T Ta
TICEBIOKOHTPOJILHY HiJITHKY, TIPY 1IbOMY Hal3HaYHillIa
Bapiallisl JOBXWHU MICTUTBCS caMe€ B IICEBIOKOHTPOJIb-
Hiii mingaui. Kpim Toro, y meskmx OiIOK-KOAYIOUMX
reHax (PCGs) cniocrepiraiay HeBiAIIOBiIHICTh BUKOPHUC-
TaHHS CTapT Ta CTOI-KOmoHiB. DioreHeTMYHMI aHami3
Ha ocHOBi 13 PCG Ta reniB CYTB npoaeMOHCTpPYBaB,
o A. nisus QITOreHeTUYHO CIIOpiAHeHUl i3 A. genti-
lis. 1le mocnmimKeHHs Haga€ BaXJIMBi TeHETUYHI JaHi Ta
HayKOBi 0Ka3u Jisl 30epexXeHHs1 A. nisus.

Karouoei caoea: Accipiter nisus; TIOBHUI MIiTOXOHJIpiallb-
HUI TE€HOM; NOpPIBHSUIbHUN aHaji3; (LIoreHeTUIHUI
3B’S130K.
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