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Accipiter nisus is a small to medium-sized raptor widely 
distributed across Eurasia and parts of Africa. In this study, 
we sequenced the complete mitochondrial genome of A. 
nisus from Mianyang using the Illumina platform. We then 
compared mitochondrial genome A. nisus variations across 
four regions and analyzed the phylogenetic relationship of 
this species within the genus Accipiter. The results indicate 
that the mitochondrial genome of A. nisus from Mianyang 
is 18,297 bp in length, which is smaller than those from 
Qufu (18,647 bp), Yeongyang-gun (18,352 bp), and Buk-
Gu (19,417 bp). The genomes of all four individuals contain 
37 genes, an A+T-rich control region, and a pseudo-control 
region, with the most notable length variation occurring in 
the pseudo-control region. Additionally, inconsistencies in 
the usage of start and stop codons were observed in some 
protein-coding genes (PCGs). Phylogenetic analysis based 
on 13 PCGs and CYTB genes revealed that A. nisus is 
phylogenetically related to A. gentilis. This study provides 
essential genetic data and scientific evidence for A. nisus 
conservation.

Key words: Accipiter nisus; complete mitochondrial genome; 
Comparative analysis; Phylogenetic relationship.

ÏÎÐ²ÂÍßËÜÍÈÉ ÀÍÀË²Ç 
Ì²ÒÎÕÎÍÄÐ²ÀËÜÍÎÃÎ ÃÅÍÎÌÓ 
ACCIPITER NISUS

Accipiter nisus – öå õèæèé ïòàõ íåâåëèêèõ àáî ñåðåäí³õ 
ðîçì³ð³â, øèðîêî ðîçïîâñþäæåíèé â ªâðàç³¿ òà 
äåÿêèõ ðåã³îíàõ Àôðèêè. Ó öüîìó äîñë³äæåíí³ ìè 

ñåêâåíóâàëè ïîâíèé ì³òîõîíäð³àëüíèé ãåíîì A. ni-
sus ç îêðóãó Ìÿíüÿí çà äîïîìîãîþ ïëàòôîðìè Illu-
mina, ïîð³âíÿëè âàð³àíòè ì³òîõîíäð³àëüíîãî ãåíîìó 
A. nisus ³ç ÷îòèðüîõ ðåã³îí³â òà ïðîàíàë³çóâàëè ô³ëî-
ãåíåòè÷í³ çâ’ÿçêè öüîãî âèäó â ìåæàõ ðîäó Accipiter. 
Ðåçóëüòàòè ïðîäåìîíñòðóâàëè, ùî ì³òîõîíäð³àëü-
íèé ãåíîì A. nisus ç îêðóãó Ìÿíüÿí ìàº äîâæèíó 
18 297 ïí, ùî ìåíøå äîâæèíè ãåíîì³â ç îêðóã³â 
Öþéôó (18 647 ïí), Éîí’ÿí (18 352 ïí) òà Áóê-Ãó 
(19 417 ïí). Ãåíîìè âñ³õ ÷îòèðüîõ îñîáèí ì³ñòÿòü 
37 ãåí³â, êîíòðîëüíó ä³ëÿíêó, áàãàòó íà A+T òà 
ïñåâäîêîíòðîëüíó ä³ëÿíêó, ïðè öüîìó íàéçíà÷í³øà 
âàð³àö³ÿ äîâæèíè ì³ñòèòüñÿ ñàìå â ïñåâäîêîíòðîëü-
í³é ä³ëÿíö³. Êð³ì òîãî, ó äåÿêèõ á³ëîê-êîäóþ÷èõ 
ãåíàõ (PCGs) ñïîñòåð³ãàëè íåâ³äïîâ³äí³ñòü âèêîðèñ-
òàííÿ ñòàðò òà ñòîï-êîäîí³â. Ô³ëîãåíåòè÷íèé àíàë³ç 
íà îñíîâ³ 13 PCG òà ãåí³â CYTB ïðîäåìîíñòðóâàâ, 
ùî A. nisus ô³ëîãåíåòè÷íî ñïîð³äíåíèé ³ç A. genti-
lis. Öå äîñë³äæåííÿ íàäàº âàæëèâ³ ãåíåòè÷í³ äàí³ òà 
íàóêîâ³ äîêàçè äëÿ çáåðåæåííÿ A. nisus.

Êëþ÷îâ³ ñëîâà: Accipiter nisus; ïîâíèé ì³òîõîíäð³àëü-
íèé ãåíîì; ïîð³âíÿëüíèé àíàë³ç; ô³ëîãåíåòè÷íèé 
çâ’ÿçîê.
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